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HoWB3AL4TDY Y TIVEFERTTRE:
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FFPEHY > FTILHh S DB v

— QuickExtract FFPE DNA/RNA Extraction Kit (Epicentre, an lllumina
company)

— QlAamp DNA FFPE Tissue Kit (Qiagen)
— Phenol Chloroform Extraction (Traditionally used)
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FFPEY Y FILV D L=BBIC DWW TEE T RER

EE:
— BioAnalyzerC#ERD U A ') T 1 ZHE:R
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DIEZD-6HIZ gPCROEHHANLE

EE:
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Overview
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FFPE B> FIVIZHIELTI=54 T3 U—fRE Xy FO ZHBA

1. FFPEDNAY > JILVAS A4 75 ) —HARE LT v |k

1. TruSeq Custom Amplicon 1.5

2. TruSeq Custom Amplicon Low Input

FFPE DNAY Y JILIZERTE 5 88A/RIL
1. TruSight Tumor 15

2. TruSight Tumor 26

3. TruSeqg Amplicon Cancer Panel

2. FFPERNAY U JILRAS A T3 —fREx v b
1. Coding Transcriptome: TruSeq RNA Access Library Prep
2. Whole Transcriptome: TruSeq Stranded Total RNA Library Prep
3. Targeted Expression: TruSeq Targeted RNA Expression Library Prep
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20 AMP 0 0
vl.5 Low Input
gDNA
. = 1-1
& s o ong
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— A27vb= 5 Sy ALt BT
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(0) 7ot B 10 BHRS 6.5 B
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LEDNAMNS DY TV ZATREIZT 5
TruSeqg Custom Amplicon Low Input

14> 7y FBI10ng~. FFPEY Y FILIZHIG

G9FA VT4 ODENWT— 2 TCERELEZEREZER
— 10ng FFPEHY > FILERAWTS5% D7 ) IILEEDER ilumina
D&+ AT EE
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FTOY Y TILARAARE NV XA R A L
38l Big discoveries

Now start smaller.
ERMRITY—IL T, BETLER— MER o

Introducing the new low-input

. EEEO) '/I_I_i:_ F*%ﬁ%l:é: U . /{ U 7> l‘ - _)[/& 7 ’f amplicon solution.
LB VT EEBTAL., Lik— MERETERE s S ey

quality, the new TruSeq™ Custom Ampicon Workflow takas you from
custom design 1o streamiined analysis with BaseSpace® Apps. It's never
\ / been easiar to confidently call variants from your most challenging samples.
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http://www.illumina.com/content/dam/illumina-marketing/documents/products/datasheets/truseq-custom-amplicon-low-input-data-sheet-770-2015-012.pdf

TruSeq Custom Amplicon Low Input®7—% 72 A—

FFPE DNAH
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DNA% 718') 7‘-|4 Y EEE/ATIVEE:
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t 1,2
Quality ACq Input (ng)
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Oligos & R SR>
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TSA Overview
How the assay works

Gradual Cool Down
Genomic DNA
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TSA Overview
How the assay works

Genomic DNA

l

Hybridization

l \ Oligo 1 Ligase Oligo 2 /

Extension- /////////////, 7/

Ligation 4 —4*y M5Bl (170 or 250bp)

Oligo 1D3FKImN' 5. HERISDDS., Oligo2 EDSAH—>3 Rt
37°C T 45 min=i&
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TSA Overview
How the assay works

Genomic DNA

l

Hybridization

l i7 index \

Extension-
Ligation

l

Amplification
P7 i7 Index

T COpMECTA

=Ty NRIE(

i5 index

/)

1. Index{fd=xT =S54~ —CPCRIE
2. PCRToSAJoU%iENE

3. AMPure XP g

i5 Index P5
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TruSight Tumor
15

BEREDHRY FX
Ry AR

15 (44Kb)
20 ng
Yes

7]

RLFTLYIR
PCR

8

24

500xMD ALy D
T5%

TSCA Low Input

BEREDHRY FX
Ry SERAT

26 (21Kb)
30~300 ng
Yes

8l

7o7)ay
(dual pool)

6

48

1000xD H /Ly
T T5%

TSCAV1.5

ITES 3 DDMNANRIL

i TruSight Tumor TruSeq Amplicon
26 Cancer Panel*

TELLMEDR Y
Ay SERAT

48 (35Kb)
250 ng

Yes

10 fd]
To7)ay

96

96

TSCAV1.5

Update: 2016Q1
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LEDDNAN DY U TILEAR FRIREIZT B
TruSight Tumor 15

23

High FidelityZ:DNA polymerase®#:FT. FFPE
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15D EREREEREEFOREEREEZY—T v b
B MultiPlex PCRi%IZ kK A FE%1RH
4> 7w FB20ng. FFPEY Y FILIZHIG
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FFPE B> FIVIZHIELTI=54 T3 U—fRE Xy FO ZHBA

1. FFPEDNAY > JILVAS A4 75 ) —HARE LT v |k

1. TruSeq Custom Amplicon

2. TruSeq Custom Amplicon Low Input

FFPE DNAY Y JILIZERTE 5 8A/RIL
1. TruSight Tumor 15

2. TruSight Tumor 26

3. TruSeqg Amplicon Cancer Panel

2. FFPERNAY U JILRAS A T3 —fREx v b
1. Coding Transcriptome: TruSeq RNA Access Library Prep
2. Targeted Expression: TruSeq Targeted RNA Expression Library Prep
3. Whole Transcriptome: TruSeq Stranded Total RNA Library Prep

24 _ _ | llumina
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B
s | moosn | 52,
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TruSeq Stranded FHKEBE L UVR TS A RE@H MRNA + ncRNA 100 ng
Total RNA ZTEBRH. G, 74V I74—L (MRNAZZEY)
HRIEBLUVR TS A REH
TruSeq RNAAccess ZEBKH. e, 74V I4—L4 mMRNA 20 ng~
BEFEREIOT7M4L
REBLIUVRTSAREDTO R K20004 —4"y
TruSeq Targeted J7A T LR k 100 ng-~
RNA Expression ZTE BME. TAVIA—LDOTO MRNA + ncRNA
274 )T EREE (MRNAZEFEY)

illumina



TruSeq Stranded Total RNA Library Prep Kit

Extracted FFPE RNA

QC: BA or TapeStation

Ribo ZerolZ & %

SEDEAT
FFPEY > TIL - . RIS s
DB/ERFY T

RNART F1E

cDNAS X

FETE—SA5— 3>
& PCR

Considerations:

ATy b
0.1-1ug b—% JLRNA

-4 > 7y FRNADQC:
BioAnalyzer/TapeStation
(RNA 6000 Nano Chip)

- Pooling ATREAE TR H > TIL B
24 samples for LT Kit (Set A& B% [E B

ICEADEZR)
96 samples for HT Kit

- Ty b
Whole transcriptome
(MRNAs & ncRNAS)

- Support Page:
TruSeq Stranded Total RNA

illumina


http://support.illumina.com/sequencing/sequencing_kits/truseq_stranded_total_rna_lt_sample_prep_kit.html
http://support.illumina.com/sequencing/sequencing_kits/truseq_stranded_total_rna_lt_sample_prep_kit.html
http://support.illumina.com/sequencing/sequencing_kits/truseq_stranded_total_rna_lt_sample_prep_kit.html

TruSeq Stranded Total RNA Library Prep Kit

A Ribosoma IRNA
@- 'RNA probe
B = A
1

==_1= A) Total RNAMD 5rRNAZ O—7 (Ribo Zero) #
C B) (RNAMRFIE) S5 LTS54<X—%FELVTcDNAGRK

®_

- ®

C) RimFigiE. ') vE&RE

N D)ATAILET
—)
e L e | BAYTYORNTETE =S a Y
w1 e ® . ®
N J/ F) PCR
v ~N




TruSeqg RNA Access Library Prep Kit

28

<NETOFE> <#F=HRE

TruSeq Stranded Total RNA TruSeq RNA Access

« DENEATULNST=6. polyAZxF| « SURLTSAT—FHAL. —4
FALEFEIIFEZGL JURNAD 5 5 54
SUBLTSA<T—FAL, F—4 « BHRTO—T4 VJHEEETEX Y
JILRNAZ I RIZEENT (FRNAIKZBRE TFv—9 5 &T,. mRNAIZH -
Al EE) THENT A EE

<Flm> <FlE>

« MRNALISADNCRNAZERTE S « PDEYUTILHIBTEH, mRNAIC

TA—NALI-BWNTES

<EReE> s NETOFEELELRT, VU—F=

« ZLD)—FENIKLE EDETIE

« MRNALDIEHRMTTL S o MMED K UEHTA AIEE
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TruSeqg RNA Access Library Prep Kit

Truseq mRMNA

~—74JLRNA

FFTETY

Truseq RNA Access

TruSeq Total RNA

e —

|

)
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TruSeqg RNA Access Library Prep Kit

FFPE RNAH

DV, BI5E - QC: BA or TapeStation

SROEAT
FFPEY > F)L - RNABTH1E
DHERFY T .

Adapter{sti0l. PCR

Coding Transcriptome
v TF v —&iEfE

ANty R— Yz EF—sEaE B

" TruSeq RNA Access Library Prep3¥w k% \f=FFPE#R{ADRNA-Seq

Considerations:

ATy b
20-100ng FFPE sample Total RNA

-4 > 7y FRNADQC :
BioAnalyzer/TapeStation Trace
(RNA 6000 Nano Chip)

- PoolingATRELG R K Y > TILEL:
124 samplesE TR EHEaH Al BE
PoolingD A& H & [F24Samplex T
A HE

ArE AN ¥
Coding transcriptome (MRNAS)

- Support Page:
TruSeg RNA Access

illumina



http://support.illumina.com/sequencing/sequencing_kits/truseq_rna_access_library_prep_kit.html
http://support.illumina.com/sequencing/sequencing_kits/truseq_rna_access_library_prep_kit.html
http://support.illumina.com/sequencing/sequencing_kits/truseq_rna_access_library_prep_kit.html
https://illumina.webex.com/mw0401lsp13/mywebex/default.do?nomenu=true&siteurl=illumina&service=6&rnd=0.7106193159901707&main_url=https://illumina.webex.com/ec0701lsp13/eventcenter/event/eventAction.do?theAction%3Ddetail%26confViewID%3D3882423320%26%26EMK%3D4832534b00000002ee1ca549b12eccf21600d01a732b131c8be7a17d6e2c3cf2965511356d1af5ff%26%26encryptTicket%3DSDJTSwAAAALDxWX1nQtRrIeWt6iqa1GNW-pcGVvcexUpo1zLClawOw2%26%26siteurl%3Dillumina
https://illumina.webex.com/mw0401lsp13/mywebex/default.do?nomenu=true&siteurl=illumina&service=6&rnd=0.7106193159901707&main_url=https://illumina.webex.com/ec0701lsp13/eventcenter/event/eventAction.do?theAction%3Ddetail%26confViewID%3D3882423320%26%26EMK%3D4832534b00000002ee1ca549b12eccf21600d01a732b131c8be7a17d6e2c3cf2965511356d1af5ff%26%26encryptTicket%3DSDJTSwAAAALDxWX1nQtRrIeWt6iqa1GNW-pcGVvcexUpo1zLClawOw2%26%26siteurl%3Dillumina
https://illumina.webex.com/mw0401lsp13/mywebex/default.do?nomenu=true&siteurl=illumina&service=6&rnd=0.7106193159901707&main_url=https://illumina.webex.com/ec0701lsp13/eventcenter/event/eventAction.do?theAction%3Ddetail%26confViewID%3D3882423320%26%26EMK%3D4832534b00000002ee1ca549b12eccf21600d01a732b131c8be7a17d6e2c3cf2965511356d1af5ff%26%26encryptTicket%3DSDJTSwAAAALDxWX1nQtRrIeWt6iqa1GNW-pcGVvcexUpo1zLClawOw2%26%26siteurl%3Dillumina

TruSeq Targeted RNA Expression Library Prep Kit

EHMDIEIRXRFTHORNAT O 74 ) U HEMAIREICT H5F v b

FIRE T L v ARNAD /A R)L—T vy MG EERETA AT RE
— 12—10004 —4 v +%10-1004 > FILEIEIZT7 v A
- BRAIERZSEEICAEE

HSoTILHE-YDARXR FHART-PCR E£f=ldTagman 7 vt 4 LB L TEIX +
— #HEAO X DO KIEAB A AT BE

HELT—H 70— BWNI—2TF S5O0 R34 4

— YU TJIIVRAEMN L T— 2 BT E T2HURN
WHEH U TILRA— FEH DL

— FFPEY > JILD5E b—4 JLRNA10ONngLL L
WHET—228NDEN5H, MiSeqidE & ZHIHW K T EFHLE

31
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TruSeq Targeted RNA Expression Library Prep Kit

Considerations:

FFPE RNAH

- ATy b
DV, 0 B - QC: BA or TapeStation 100ng~400 ng® k— 4 JLRNA

-4 27y FRNADQC :
BioAnalyzer/TapeStation Trace
(RNA 6000 Nano Kit)

- Pooling ATEER R KY > TILEL:

Target Specific - N ITYSELE— 3> 384 samples per lane
Oligos &8 & R i
’ S - INRL:
TJ4NE—TL— 10DEE/ARIL, hRE L, EE/N
= & ZWash RILIZT B
PCRT®D Y -7 RTy ke
745 T —Hn Targeted mRNA & ncRNA Transcripts

- Support Page:
TruSeq Targeted RNA Expression

illumina


http://support.illumina.com/sequencing/sequencing_kits/truseq-targeted-rna-expression-kit.html
http://support.illumina.com/sequencing/sequencing_kits/truseq-targeted-rna-expression-kit.html
http://support.illumina.com/sequencing/sequencing_kits/truseq-targeted-rna-expression-kit.html

TruSeq Targeted RNA Expression Library Prep Kit

: - MiSeq v3i—4 o R E
o e

BRiEAE 100 250

P53 /82T = A 52 384

3 k4 B—L P450 28 384
NFKB /82 T A 105 238
~Ny SRy TSI ILEE 76 329
DiEFEE (DEZREMN) 76 329
7RE—2R 177 214

IR/ AR 77 325

wnt /827 T 4 93 269

HERE E A 63 384

SRl e e e A llumina



Z DY R— MMEH:

34

Find the right kit »

Support Webinars

Support Bulletins

+ VIEW SUPPORT

Sample Prep Kit Selector

Lower Right Corner of Page
-For FFPE DNA Library Prep, choose:
Starting Material: DNA

Sequencing Project Type: Whole Genome or Amplicon

-For FFPE RNA Library Prep, choose:
Starting Material: RNA
RNA Quality: Low Quality RIN <8

Webinars

Bulletin Board

General Support

llumina


http://www.illumina.com/applications/sequencing/dna_sequencing.ilmn
http://www.illumina.com/applications/sequencing/dna_sequencing.ilmn
http://www.illumina.com/applications/sequencing/dna_sequencing.ilmn
http://www.illuminakk.co.jp/events/webinar_japan.ilmn
http://www.illuminakk.co.jp/events/webinar_japan.ilmn
https://icom.illumina.com/MyIllumina/Bulletins
https://icom.illumina.com/MyIllumina/Bulletins
https://icom.illumina.com/MyIllumina/Bulletins
http://support.illumina.com/
http://support.illumina.com/
http://support.illumina.com/

Z DY R— MMEH:

» Support Bulletins:

» What applications are suitable for use with the Infinium HD FFPE Restoration
and FFPE OC Kits?

» lllumina FFPE gPCR Quality Control Protocol:
» Using the lllumina FFPE QC Kit with the TruSeq Amplicon-Cancer Panel

» Additional informative resources on FFPE samples:

» Next-Generation Segeuncing of RNA and DNA Isolated from Paired Fresh-
Frozen and Formalin-Fixed Paraffin-Embedded Samples of Human Cancer and
Normal Tissue

OAGACTAMTIATTAACGTACCATIAAGAGC TACC G YOS AACGACGAAAAAATGATAACAGTAACACACTICTG Q0 ()
TALCG nh}«gﬁ\._‘m".&%»’\mﬁmﬁ'-'ﬁ»t:'r(tnx.f'}f»‘-cz‘}.‘iYMt’i‘ésAAf'“ N A TAT AN TAC AT TR TACCHITA
A >

O TAYCAAT TOAGAG

illumina


https://my.illumina.com/MyIllumina/Bulletin/BG-3wodn-EmvA142sc4qGA/what-applications-are-suitable-for-use-with-the-in
https://my.illumina.com/MyIllumina/Bulletin/BG-3wodn-EmvA142sc4qGA/what-applications-are-suitable-for-use-with-the-in
https://my.illumina.com/MyIllumina/Bulletin/BG-3wodn-EmvA142sc4qGA/what-applications-are-suitable-for-use-with-the-in
https://my.illumina.com/MyIllumina/Bulletin/BG-3wodn-EmvA142sc4qGA/what-applications-are-suitable-for-use-with-the-in
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