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lllumina® RNA Prep (&, #uR CEEFRT—o 70—, D& RNA [CHRBEE
KIBFESNTz RNA 5S4 TJSU—SARFYNTT,

o MUERTY VTV, BEMELYPITWVWI—5T0—
¢ 16 BV TILDHSDTRMT, DYV TIVETHEVNPT VY MERL

o IBIELYRNA 4Ty rEICHRIRUL. EEEMFED Total RNA 'SH—EIC rRNA Z
RETDRENM

o KX 384 #&$E®M Unique Dual Index (UD Index) T. AT —3STILTEEADIEL)
=YY

BE&@H: ENIAREFEN KENR  BEHE KEERNEPT

KESRHREYS— EHBRRNS STREIL— JL—os Tl JTTE %4
Pl TruSeg™ Stranded mRNA Library Prep Kit Z#ERUTCWEUZ. lllumina
mRNA Prep [&. Total RNA OH#EERDEHRERRD 100 ng 1S 25 ng (TIED.
BT CE2 YV TILDRNIENDCE. 4 BIEEERBENERTEDIEND. H
FEERBFCYIDERFEUIC, ERREFSATSU—ERIC 3 HEANDDFRI A i
RIFDEDZERFOTH 2 HETTR T 9D T, KBTI ZETHEEDLIITHDE
Ul EBGENDHF D FEMZDERRIFEERTIH. lllumina mRNA Prep (&
D—o70—-h@RIESNcfesh. 2 BENSIEF—ATERTHENTEDLDITIK
D, UNDRENFTERIMEONTUVET, #D PO CEREFERBRMIONDRIE.
T—YDIEFEEZFDHD L TCHORELEAUYNEEZEZ TVEFT,

xR RNA SAJ7SU—RARFYMDOTIRER
GHIREBIE RN —ILEEBBLIEELY)

® H ARR@ODIB5. INFTEBASNLIEDBEVERBEDORREICDH. CHAVREIFET,
o IR 1 EDHCHAVELEIFTE T, WREMRT 1 RETOERELDET,
« FARICREDOMICTHREITUMBPEEPLSMETEX B HEDUHTTEIEE L,

HH R 2024 3H29H (&) T (BHEZFENET)
JOF—Y3Y3—F : NEWLP (CEXoRICIRFEEICSEILEEL.)

iHlumina



MEXI. RIRECENT 40% OFF
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lllumina Stranded Total RNA Prep, Ligation with Ribo-Zero™ Plus

e Total RNA Prep ®DJ—2 70—

BE
o Ribo-Zero Plus T rRNA ZWEHICKRE 000 - ([ <
B—F1—TJRIET. Eb YTR. Svb. #IEHS 9
rRNA ZBRZEL. JOEY RNA BiRE
- HEYYTDS BREDT—5% + e
=mmE RNA THNUEHTH 1 ng. R—=%IURNA(rRNAE I OEYmRNADRREE NIz B D)
MILRUVEIEINS T4 a8 (FFPE) Y 7)UERD v
551310 ng D RNA T, SREZER I —
s MESAITSU—ARD—o 70— e
ARIDFFTEREIE 7 B, I\ XF V51 LlE N
3 AT, ERBEDHH 40% THER(E 3
o BIARMEMATI\AL RIL—T v NER
12—77_'17}b’()5"y71(«:dib‘ 1BIDZC ¢ First-strand cDNASR
HEUVTILDRIVF Ty I A=K -
cDNA Strand‘\%?ﬁ%ﬁ%?’%fﬂj’é911??\
¢ Second-strand cDNASR
POINT . :
lllumina Stranded Total RNA [Cl&. rRNA ®20OE > RNA ZiREUTCAE $ REBDTPFIAE
DSV ROT— LT =57 T<TD Ribo-Zero Plus rRNA
Depletion Kit B’ZFNTVE Y, BE—F 21— TEERMIC rRNA ZIRET 2T P
DFEF. DEVAVTVRE (1ng) ([SHIBLTHED. FZEYBLCEREY ¢
D rRNA RS T CENTEET, e 152575t 57
_'j_yj)lj F,%f?_'fné rRNA U—R2y—4 U254 —(Rd2 SP) _7 ‘"dex‘_" 7
ENERIEE rRNA 28S. 18S. 5.8S. 55 i PR A
Er=RORUJ7 rRNA - 12S. 16S
ENYOPVEEEY  HBAT. HBA2. HBB. HBG1. HBG2
Y2 / Swik rRNA 16S. 28S V=T IARDAVTYIRRIMSATSU—
R e s SATSU—DER. 8.
OSLRHE RNA AR 5S. 16S. 23S Ao =)
95 ISR rRNA MEE 5S. 16S. 23S rRNA EXEDIOEY mRNA (FL2IE) DRESN. cDNAGRDTE T 9L,

AT —aVCKOT I TE—D—EOMIINEN. LT PCRBIEICADI=—07 2
TPIAVTYVIABMIENE T, BEoNfcamBDSATSU—ZEEBL/—V 34X
UIcDRA T =TV RZETVETD,

HRmiEHR

5 hEOsES  mERE s

—5/{?5U_ 20040525 Ig%%n'wsig?n%setsr)anded Total RNA Prep, Ligation with Ribo-Zero Plus 265,300 1 59'1 80

BREE 20040529 Iggjgﬁg;an:@plsetgnded Total RNA Prep, Ligation with Ribo-Zero Plus 1,421,700 853,020
20040553 I(Igg?:g;)l(l(leir’nénsagawrﬁeg)t) Indexes Set A, Ligation 84,000 50'400

o 20040554 I(Igg?:g;)l(lletgnénsaﬁgawpﬁeg? Indexes Set B, Ligation 84,000 50'400
20040555 I(Igg?nfgélléusr?énsagawpﬁeg? Indexes Set C, Ligation 84,000 50'400
20040556 I(Iggﬁ:ggllleirﬁé%agawﬁeg? Indexes Set D, Ligation 84,000 50'400

SO ERIEEENT T A,
¥ 2023 F 12 BREDME T,

iHlumina



AT 3 =
LR TIAAMNEDF L) A

MRNA =72V ZARFvh

lllumina Stranded mRNA Prep, Ligation

MRNA Prep ®D—2 70—
- © :

AAAAAAA
« BDEYIIILDS BmBEDT—F% o— il
HIFH 25 ng Dh—%JU RNA TERRREZERR [ R
- AESAISU—RANI—IT70— — = =
BROMLAAERRIE 7 BRI v RNAEPIYARIRL CH L.
IIZAF V541 LI 3 BFEEEC. ———
ERMEDBH 40% TuR(L First-strand cDNASRL
. - v
o WIARAMEMXTINA RIW—T v NEEIR
A== HF AP WA VFYHRICED, 1EDSVT DNA SEdRERSTSE0EDNT,
HEY Y IIORIVF Iy AERE +
T A
A T
PO I N T ¢ KRinztBEH TP T=IUE
lllumina Stranded mMRNA Prep [#REREREHARTANENA VTR ETHD { 7EIT=IAT =Y
LLDBLFZREITHTENTEET . Universal Human Reference o o
(UHR) RNA ZRINT 30M U—RTY—4 V2L, 72/ \yIht 1 xB&U 10 —— T
x CRESTVOBE T OREANER, /KRR THD TruSeq Stranded AR S~
mMRNA &b lllumina Stranded mRNA Prep CIEHES NGB FHDADE J PCRIBIBEA Ty T2
<. ZDER 25 ng DIERTHICEEE CUIC.
Index2 Rd1 SP
B X COEETH YT ARDAYF YO AMMSA TS~
] 10><'C<7)i§f7_:¥§51 747‘5'}(;@%52\%5\
-5 B—vay
100 ng 25ng 7 -
18000 pOlyA SZIRE cDNA BRINSE T IBE. A5 —VaUICRD TS T59—D—EBO\H
] N HEWTPCR FIIEICJ:D:L:—Q?‘JT)LV( VTVIADMIINENE T CDTA
16000 TSU—ZEEL/—RTA AXUCDAT. Y= VAZTVET .
. ]
LPE 14000
] |
12000 | I I
10000
TruSeq Stranded llumina Stranded TruSeq Stranded lllumina Stranded
mRNA Prep mRNA Prep
KB
3 FLARGT FrIR—=
A0 =) Y 2
e ey LA NN ERmE ()
5750~ 20040532 lllumina® Stranded mRNA Prep, Ligation (16 Samples) 126,000 75,600
SR 20040534 lllumina® Stranded mMRNA Prep, Ligation (96 Samples) 665,300 399,180
IDT® for lllumina® RNA UD Indexes Set A, Ligation
20040553 (oBmndexes, 96 Samples) 84000 50,400
IDT® for lllumina® RNA UD Indexes Set B, Ligation
. 20040554 (96 Indexes, 96 Samples) 84,000 50,400
TR IDT for llumina® RNA UD Indexes Set G, Ligation i
or lllumina ndexes Set C, Ligation
20040555 (eBmndexes, 96 Samples) 84000 50,400
IDT® for lllumina® RNA UD Indexes Set D, Ligation
20040556 (96 Indexes, 96 Samples) 84,000 501400
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lllumina RNA Prep with Enrichment

40% OFF

@ RNA Enrichment 70— 70—

BER

o WETY VT IVIE RNA BRI —o 70—

9 BEEVSERE TS A IS —Z5 %
INIZXF V54 LF 2 B

o BEIREMIEY TV THENT—YmE

¢ First-strandd3 & UfSecond-strand DcDNAZ AR

FELRIET > TILDR—5 )L RNA T&B1UZ 10 ng. @ e
FFPE Y2 7)VERDM—%)L RNA TH 20 ng D
2 \E-CI_JEZF%EEE hj/#‘“f/:i(esénu i3
o IF—AREHEHO>TIAANIERER J S L E e

BVFTTFr—NREN/NDyIG—ET.
PIENS =TV ZAE TRARDIRH 7= FHE

FIRIF—0aVENLSA4TSU—

¥ AvmvrzecRTS (v

lndmh U—K19—5Y2T547—(Rd1 SP)

U—R2y—o 2T 54— (Rd2 SP) Index1
POINT m
¥ AvFuRRcR

I | | um | na R N A Pre p TruSeq RNA Exom; Illumina RNA Prep with Enrichment 475"‘}71{2"]1]5475')—
with Enrichment (&, % O muozELE O pupEneE ¥ BERSTSU—ET- LTV
IAYT—237E90 % © RNAEIRTE (2] DONABRE - = - —
MIED/ (TUFAE— | @ o © ourricss = =
2aVDEIFEDOBICKD. YIAYTF—v3Y T=WULIYYINSL1IT5U—
4 5% & O TruSeq RNA O A-taiing £ o PoR. ER. ¥ erEseTo-TvEs
Exome £DRMBCTHR | @ F1r-v3> 95«7) U - —
TYIDFIRTTY, g O ror. =2 0O =Es5I5U-0 .
J—RS5E-y3Y PCRIZR I AITEYUERC-RIEBEE
(7 3 _ o
3. 3 J—R51E—vay - -
QEEomE 0 v zozEsT _\,".‘
O nws1I5U—0 v
PCRIZIE BETY LA B BRS1I5U—
(10] R 50%IL E5EHE ¥ mES(ISU-—mE-ZnSEE
—~S1tE—vav - —
@ +—rvrosEsT Y=Y AROBEA YTy O AHNS A TS5U—
cDNA &fi#. eBLT-LIAICKDE—EY IR YT -3V RIne PCRZRTSAT
SU—HTMRL. 90 9/ 1 B0/ \A TUFA E—3V it CENDEREY S E++
TFv—LUCo—TVALET,
RmIER
] . FHERE FrINR—
HhHOJES T y
2] AoBAa L (TR =miE ()
S¢95— 20040536 lllumina® RNA Prep with Enrichment, (L) Tagmentation (16 Samples) 448,400 269,040
BB 20040537 lllumina® RNA Prep with Enrichment, (L) Tagmentation (96 Samples) 1,680,600 1,008,360

IDT® for lllumina® DNA/RNA UD Indexes Set A, Tagmentation

20027213 (96 Indexes, 96 Samples) 84,000 50,400
IDT@ for lllumina® DNA/RNA UD Indexes Set B, Tagmentation

_ 20027214 (96 Indexes, 96 Samples) 84,000 50,400

ArTvIA IDT® for lllumina® DNA/RNA UD Ind SetC, T tati

or lllumina ndexes Set C, Tagmentation

20042666 (96 Indexes, 96 Samples) 84,000 50,400
IDT® for lllumina® DNA/RNA UD Indexes Set D, Tagmentation

20042667 (96 Indexes, 96 Samples) 84,000 50,400
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A IV=FHMIES A T SU—ANF YN 2Y)EIRE 40% 4T T el

i ) FrINR—2
wxRE DNA S/ 7SU—RARtv DM ISES 15%R
ISR RR—IEESB )

F B e RREBODIB. INXTEBASNCCEDEVWRBEORRICDH;H. CHAWCEITED,
o IR 1 EDHCHAVELEIFTE T, WREMT 1 RETOBERAELEDET,
o« FARICREDOMICTHREITUMBEELSMETEX A HEDUHTTEIEE L,

HH R 2024 3829H (&) £T (BHZINET)
JOF—Y3Y3—F : NEWLP (CEXoRICIRFEEICSEILEEN.)

ENET/LY=FYANS7 7V, TFAZF,

RENET, BEVFTYr-YavIcHis 40% OFF

lllumina® DNA Prep, (M) Tagmentation

lllumina DNA Prep &m{tHk

¥R
. _ . N _ INSA—5— B3
o E—ZCERIES VNSRRI —ALRD, \IZA TREANE 222 oA . S
(CE’U;JEYO DNA ;EHjI*E%%&)—C:E)\ 3~4 H%Es‘:id)j*f?j')—%lﬁﬁ YYIIWEA4T PCREY). TS5AZR. [E&K
e 1~ 500 ng DIRILLY DNA AVTIYNEBKRUYT /) LY A X THIG DNA A~ TwhE 1-500 ng UNSTEH A ZXDT/ Ls)
TE, BRELA VY — A ZXTSATSU—FR = 100-500 ng (KEEHA DY/ L)
o MROBEM. BREE. R TIHSOY Y FIUHMEES (T A~Y—hy4Z  300-350bp

JIVFTLYIR 384 Fa7IAVTVIR

o e
SU—RARERE(t SIS —FBEEE 3-4 B

KB
" e , =2 FrIN—
i) HEOTES R et i
95— 20060060 lllumina® DNA Prep, (M) Tagmentation (24 Samples, IPB) 151,200 90,720
E e 20060059 lllumina® DNA Prep, (M) Tagmentation (96 Samples, IPB) 569,900 341,940
IDT@ for lllumina® DNA/RNA UD Indexes Set A, Tagmentation
20027213 (96 Indexes, 96 Samples) 84,000 50,400
IDT@ for lllumina® DNA/RNA UD Indexes Set B, Tagmentation
_ 20027214 (96 Indexes, 96 Samples) 84,000 50,400
TrTIIA IDT® for lllumina® DNA/RNA UD Ind SetC, T: tati
or lllumina ndexes Set C, Tagmentation
20042666 (96 Indexes, 96 Samples) 84,000 50,400
® ina® i
20042667 IDT@ for lllumina® DNA/RNA UD Indexes Set D, Tagmentation 84,000 50'400

(96 Indexes, 96 Samples)
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lllumina DNA PCR-Free Prep, Tagmentation

40% OFF

BE

o EHTHREEDEVES /LY—TIR
= GC 5 AT sl CTHhF vy T DAELT—T1K
HINLyY

o YVTIED—o 70— CrEREZER
EEATYIDHFH. MU1—LAR—ADESHE
T—=U01E. Flez2>TIVIC

o HEDNA 1V TYMD'STHRIEHEZEFRIE
HTFH 25 ng D gDNA h5EmWLEEDR—XO—)LbE
INUZ VREIE

lllumina DNA PCR-Free (& 300 ng L ED gDNA h'5R5—h T B15HAE.
HALEEDARELFD, (ER@mPittt PCR-free HmE N THRREIZHEN
SRS

TruSeq DNA PCR-free (fitRem)

SAJSU—HR EE T=Ib
5 B
K #HEm
SATSU—HR EE T=Ib
2.5 B
N 5

SATSU—AR
2.5 B
lllumina DNA PCR-Free*
SATSU—RAR T

* 300 ng LLED gDNA 5R5—hIBHBE

it
t8i0
i
‘6

DNA PCR-free Prep ®DJ—270—

Q -

Bead-Linked v DNA
Transposome (PCR-free)

N &) - \
- Tagmentation |
DNA-BLT complex <

BLT-PFTHIXYF—v 3y
v
ATy A3

/ N

V=T IRARAYT YO AMMSA TS U~

Bead-linked Trasnposome (BLT) [C&RAFIAYT—a> THiFEES I 1372
DYVRATYVI TR T o PCRERFCA VT VIRT Y TI—EMILSA TS U—7%Z5%
MUET.

lllumina DNA PCR-Free

TruSeq PCR-Free

& GC BFCHIFDH/\LyIDEE, GC UvFIEeh RNPEPLT B FJ/OE—5—
FEFICHBUWC, lllumina DNA PCR-Free (&, TruSeq PCR-Free EEIZFDHE—15A
N I7ERUEU.

RmIER
% j: HEERE FroNR—

D = 1 O . -
ek 2EIERLGg L i (M PRGN
Sq951— 20041794 lllumina® DNA PCR-Free Prep, Tagmentation (24 Samples) 142,800 85,680
BEEE 0041795 lllumina® DNA PCR-Free Prep, Tagmentation (96 Samples) 537,500 322,500

IDT@ for lllumina® DNA/RNA UD Indexes Set A, Tagmentation
20027213 (96 Indexes, 96 Samples) 84,000 50,400
IDT@ for lllumina® DNA/RNA UD Indexes Set B, Tagmentation
_ 20027214 (96 Indexes, 96 Samples) 84,000 50,400
ATIA IDT@ for lllumina® DNA/RNA UD Ind SetC, T tati
or lllumina ndexes Set C, Tagmentation
20042666 (96 Indexes, 96 Samples) 84,000 50,400
IDT@ for lllumina® DNA/RNA UD Indexes Set D, Tagmentation
20042667 (96 Indexes, 96 Samples) 84,000 50,400
sz 20041796 llumina® DNA PCR-Free R1 Sequencing Primer 47,900 FroR—TURRHN
TIAR— 20041797 lllumina® DNA PCR-Free Sequencing and Indexing Primer 71,900 FroRX—TWRH
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lllumina DNA Prep with Exome 2.0 Plus Enrichment

40% OFF

BER

BERMMROFE. L g<. BEMEISELR
BRENE T+ —HALIY— LISV SA4J5U—HR

\‘ JZMHEDBLG A X FIE—RIIAYF =3O,
(O) (37.5 Mb) CIZHIFEID % DNA BiF{ETA2IC

ANy 7zm £ 'O @BFEIE TN ZEHY

- 5 Gb DEATHI—T vz SISy —45 20 —FT 6.5 B
|A BUBIBE 20X S— VR B \UXA 2 B
EELETH—T5 S VEF BB TRED

Bnfcs—u EI0Y—LNI—T VA T3y

EREEIVRY—IVROMRE
Hik—b

Emedgene [C&kDT—HF T,
=% )LYUa—2 3 EEER

B SR E CHRBEKED
YR—NEA LS DRI
TRTORRE TR~ 1 DD
J—hF—T

By =T —&
\ﬂs\r DRAGEN™ Enrichment 7 7U&
JNUPVNEIRY TR T 7 D

lllumina DNA Prep with Exome 2.0 Plus Enrichment (&, $IREHDDMFENL, BEICRESNEREOSVENETIY—AYU1 -3V ZRELRT, FubC
ZFEND Twist Bioscience® for lllumina Exome 2.0 Plus Panel [&. AMT—5\—XNDEEBREE/ U7V N@E T D BENERT 1T /Y aRELE D,

B2y =Y —TOETIO—)L TR TES Exome 2.0 Plus BE51 J5U—HODERED ®

TGS — Py NextSeq 1000/2000 Y ZF Ly NovaSeq 6000 Y27 L

ANy P2 P3P Sp S S2 S4
50x 19 57 34 69 176 428°
100x 9 28 17 34 88 214
200x 4 14 8 17 45 109

a. AREDE. 2 x 101 bp DU—RRT. HANHEINEEBRERICEDVNCEE. SAI5U—#F D—0T70-D0E, (VTvhIVIILwS4TJ5U—DmE. FSEEPIO—E
IWDRBEDY—T 2V ARNICROTCREDSEENHOET . AREOICHLEET—FIF NovaSeq 6000 Y RAT AT S4 JO—EILZAVTEISLICBDT. thDEEPTO—/L

[FENZESELIZED
b. P3 7O0—tJU [& NextSeq 2000 ¥ AT LD HI it
c. AIV=FDSIF 384 FREDA VT VI ADHDERTE. 428 Y TILDT—UVIITIEEMDA VT VI ADINE

RmiEHR
" . AR FoIR—=
¥ = 1) O .
o4 AYOJBES HRE g (F9) B ()"
lllumina DNA Prep with Exome 2.0 Plus Enrichment,
20077595 (S) Tagmentation Set B (96 Samples, 12-plex) © 1,360,600 816,360
E )=, lllumina DNA Prep with Exome 2.0 Plus Enrichment,
%@e_x 20077596 (S) Tagmentation Set D (96 Samples, 12-plex) © 1,360,600 816,360

il ) : : R
T 20018706 Flex Lysis Reagent Kit (96 Reactions)

53,400 *ruN—UHEHN

a. FwhIZIE. lllumina DNA Prep with Enrichment 54 7 SU—BRBIU/NATUF A E—2aVmE, BRETY A ERA
lllumina Purification Beads. Twist Bioscience for lllumina Exome 2.0 Plus Panel @i 70—, AV FvIRTFHTH—

TU—hezs
b. MRT VTV SEEA > T VOB CINE
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lllumina DNA Prep with Enrichment

40% OFF

BER

o METYVIIVIE DNA iBRED—2o70—
6.5 B (J\VXAHA LlF 2 BFEERHE) &LD
TIFETY - YNNS4 TSU—ZRR

o FFPE BV 7L LU HEICHRTM.
FLFIITIIBLV TR
PEEDHEATE DNA D= DNA BERBL T T)ILT
HRERTTEE. 10-1000 ng DILEHEICHES
DNA 1V TvhEhSmREZER

e DNA Enrichment ®9—2270—

Enrichment Bead-Linked DNA DNA-BLT complex

Transposome (eBLT)

¢ Tagment with eBLT

Tagmented library

¢ Index PCR primers

LAEZ(3 Ilumina RNA Prep with Enrichment EE#

o BLIAMHEZER
BVF T Fr—3REN/N Ly I — %L KD,
DIV =TV AB TRARDEH17ZFHE

lllumina DNA Prep with Enrichment (&, #9X>7—33>& 90 51
BID/\A TVFAEL—2a>DEFEDEICLD. ERBRDBIERTHATY
TDFYNCTT, TOV—LY—T VARG EFFYhETIV— L) R Uhiy
~MZIEofz lllumina DNA Prep with Exome 2.0 Plus Enrichment, (S)
Tagmentation FYhBHTHIBWVEEITE T,

eBLT JEICKBDE—EI IR T—2aV RivesF T, 90 & 1 D
J\ATUTAB—YaVRIG. TE CREFT—o 70—,

ABRAZARZFEDOBRNHE—ZIESICTHALERE. lllumina DNA Prep
with Enrichment ETOV— L) RV EHEDE TRV UVEE/INS T4
a1 (FFPE) VI ERREUcE TV — LRTEREUE 7 VT —3>
J—NE. TEBERTELEEL,

jp.illumina.com/tagmentation

DARRICBIIDETIY—LFERDEZRS LU T— 70— DIRFE

RmIER
" . ALARTT FrIN—

7 jj D = un -~ P3
e el L LRGN =i (7)°
S¢95— 20025523 llumina® DNA Prep with Enrichment, (S) Tagmentation (16 Samples) 492,700 295,620
AR 90025524 lllumina® DNA Prep with Enrichment, (S) Tagmentation (96 Samples) 1,209,400 725,640
S(95y— 20025519 lllumina DNA Prep, (S) Tagmentation (16 Samples) 134,400 FroX—UnRsH
BEAZ' 50025520 lllumina DNA Prep, (S) Tagmentation (96 Samples) 705,500 FvoN—Uaigst

IDT®@ for lllumina® DNA/RNA UD Indexes Set A, Tagmentation
O02HS  (9Bindexes,96Semples) 84,000 20,400
IDT@ for lllumina® DNA/RNA UD Indexes Set B, Tagmentation
. 20027214 (96 Indexes, 96 Samples) 84,000 50,400
TR IDT® for lumina® DNAIRNA UD Indexes Set G, Tagmeniaton
or lllumina ndexes Set C, Tagmentation
PO (9BIndexes,96Semples) 84,000 50,400
IDT@ for lllumina® DNA/RNA UD Indexes Set D, Tagmentation
20042667 (96 Indexes, 96 Samples) 84,000 50,400
i) IV 20025371 lllumina Custom Enrichment Panel (8 Enrichment Reactions) BELEDE FoINR—HRHN

N

SA TS REAEDHEN CHEISIZEDS TV3VRTY,

2. DRI L) RIVEZD., ZOMDY—rvNER) (CRIVBTRIAVRIET . ToV—LY—rVACE. RSN CRILEMEIS
FFN YIS lllumina DNA Prep with Exome 2.0 Plus Enrichment, (S) Tagmentation (96 Samples, 12-plex) ©
CHELTVLET (Bh¥OJES 20077595 KU 20077596),.

* SICHERFZENT B A,
¥ 2023 £ 12 BIREDMETY
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