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lllumina DNA
PCR-Free Prep

lllumina DNA Prep
(FFPEYZ)LA)

lllumina DNA Prep
with Enrichment

lllumina Stranded
Total RNA Prep
with Ribo-Zero Plus

lllumina Stranded
mRNA Prep

lllumina RNA Prep
with Enrichment
(FFPET>ZIVA)
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NovaSeq™ X/U—X +515&
+NovaSeq™ 6000 AT Lx+
NovaSeq v1.554%

NovaSeq X/U—X

NovaSeq 6000 AT s+
NovaSeq v1.55%

NextSeq™ 200025 L
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DRAGEN™ Germline

DRAGEN Somatic
(DA AFRZT)

DRAGEN
Enrichment

DRAGEN RNA

DRAGEN
Differential
Expression

DRAGEN RNA

DRAGEN Differential

Expression

BaseSpace™
Correlation
Engine
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Assay for transposable-accessible chromatin with sequencing EATAC-SeqE# & U'bulk epitope and nucleid acid sequencing
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TotalSeq™ -A Reagents

lllumina Stranded
mRNA Prep

lllumina RNA Prep with
Enrichment
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Bowtie 2
Burrows-Wheeler
Alignment Tool

BaseSpace

Correlation Engine

F—=TIV—=RY—=)b

DESeq2

M-AMR-00368 v2.0-JPN

5


http://www.perpetuaassociates.com
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https://www.illumina.com/more-with-multiomics5
https://www.illumina.com/more-with-multiomics5
https://pubmed.ncbi.nlm.nih.gov/?term=illumina+sequencing
https://pubmed.ncbi.nlm.nih.gov/?term=illumina+sequencing
https://support.illumina.com/training.html
https://support.illumina.com/training.html
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Cellular indexing of transcriptomes and epitopes with sequencing ECITE-SeqE
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Spatial Profiler
GeoMx RNA Assays
GeoMx Protein Assays

BaseSpace

SEQUENCE HUB

GeoMx —Spatial Biology
Data Analysis
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Cellular indexing of transcriptomes and epitopes with sequencing ECITE-SeqEB KU TOTAY /IR

SA4TSU—AN

SUR
SR

CITE-Seq

cNSURAOUTR
+J0O057F

)|V

(4

%

¥ Biolegend”

TotalSeq -A.B.C
Reagent

& BD

BD AbSeq Assay
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Single Cell
Immune Profiling
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Single Cell Gene
Expression
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TotalSeq -
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Mjy mission bio

Tapestri Platform
Tapestri Single-
Cell Panels
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NovaSeq v1.55F
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NextSeq 2000/ AT L+
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Multiomics Analysis Software EMASE

& BD

SeqGeq Software
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CellRanger Software

Mfy mission bio

Tapestri Pipeline
Tapestri Insights
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NovaSeq X/U—X
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Bowtie 2
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Alignment Tool
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Single-Cell RNA
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10X Genomics
Cell Ranger/Loupe Browser
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20084803 Y=ot — NovaSeq X AT A 1FRGET

20085596 NovaSeqal# NovaSeq X Series 10B Reagent Kit (100 Cycles) 100820 S RF—T50 bpx2(Zxfin (1 Th)
20085595 NovaSeqsi NovaSeq X Series 10B Reagent Kit (200 Cycles) 10082 A5 —T100 bpx2(C3it (2 Tb)
20085594 NovaSeqst NovaSeq X Series 10B Reagent Kit (300 Cycles) 100182 5 A —"T150 bpx2(Cxik (3 Th)
20012850 R -7y — NovaSeq 6000 AT A 1EREET

20028313 NovaSeqa# NovaSeq 6000 S4 Reagent Kit v1.5 (200 Cycles) ~100182 5 A% —"T100 bpx2(Zxifi (~2 Th)
20028312 NovaSeqal# NovaSeq 6000 S4 Reagent Kit v1.5 (300 Cycles) ~100{820 5 A5 —"T150 bpx2(Zxix (~3 Th)
20038897 R — ’J’/‘D‘— NextSeq 2000 A7 I 1F4REET

20040559 NextSeqsE NextSeq 2000 P3 Reagents (100 Cycles) #1282 A& —"T50 bpx2(Zxii (120 Gb)
20040560 NextSe NextSeq 2000 P3 Reagents (200 Cycles) #1280 5 X5 —"T100 bpx2[CHtit (240 Gb)
20040561 NextSeqit % NextSeq 2000 P3 Reagents (300 Cycles) #1282 SR —T150 bpx2[CHin (360 Gb)
SY-101-1001 RAoO7 UAAFvF— iScanV AT L 1HFREHT

20051343 DRACENT- DRAGEN Server v4 14{REEf

20060397 FEZAEVA DRAGEN Server Lvl 11 year License 100 T baseF TOFES AR

20042109 ERSA YR BaseSpace Sequence Hub Professional 500 iCredit. 1DDT—oJ)L—THBESD

Annual Subscription
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= 9= ‘ lllumina® DNA PCR-Free Prep, Tagmentation 25 MNERRASATSU—H#RFY b
20041794 175U —BREE (24 Samples) ATV IRESDBTER,
20060060 SIS —ENRE "L%@'ggﬁgg? hep: (M) Tagmentation
N lllumina DNA Prep with Enrichment (S) AT —AREE, B,
20025523 FAITU—BRAR Tagmentation 16 Samples DV?“)I;?I)VGZ%*J“)?)L@
) lllumina DNA Prep with Exome 2.0 Plus SATSU—RBREREE. (RIL. A VTV IRX
20077595 SA 75 —REHE Enrichment, (S) Tagmentation Set B t%@t“—l’&zﬁao 8RILD DIRETEE S
(96 Samples, 12-plex) 12 plexT96H > T)VICH i
S0T51 ) ERIsE: IDT® for lllumina® DNA/RNA UD Indexes Set A, = <= }
20027213 S4T5 —FAREE Tagmentation (96 Indexes, 96 Samples) 6FEBDI -~ T a7 IA VT v I ATy bA.
: Ribo-Zero Plus& 54 751 —REAEEZ O,
S 4951 ) EHIstE lllumina Stranded Total RNA Prep : [
20040525 SA TS —RREHE P P . IDT for lllumina RNAUD Indexes Ligation&
Ligation with Ribo-Zero Plus (16 Samples) BB DT CIER
= = | | =E st lllumina Stranded mRNA Prep, 4 TS U—ARAEZZT, IDT for lllumina
20040532 FATIU—EBEER  [j5ation (16 Samples) RNA UD Indexes Ligation & h e T
v 160 TIHDS4A4 TS —RBEFEESE1-plex T
= = | _maspum lllumina RNA Prep with Enrichment, (L 165 DiEfEmREZEZZ T, B/ \RJLEIDT for
20040536 FATTU—BRER Tagmentation (16 Samples) lllumina DNA/RNA UD Indexes Tagmentation
CHEHFEDETERA
y IDT® for lllumina® RNA UD Indexes Set A, 967&4EM10bp Unique Dual Indexes (UDIs)
20040553 AT —BRER Ligation (96 Indexes, 96 Samples) Set ACRNA Index Anchor plate
= 5= : IDT® for lllumina® DNA/RNA UD Indexes Set A, % R <= N
20027213 SA TS —REEE Tagmentation (96 Indexes, 96 Samples) DA = =0T a7 IAVTVvIRAEY bA,
= = | cmausu lllumina Tagment DNA Enzyme and Buffer, ATAC-seq”” 7Usr—> 3V H TDE1B %R
20034197 SATIUBBER g it 017 mL (1 tube) &/ty I 7—Fw I
< on I D Infinium Global Diversity Array-8 v1.0 Kit ; A
20031669 I/ IAEVTRE (16 Samples) 8xBeadChip 28, 91,800,000 —H—#5#;
20030770 IT /I IR "}Zg'L‘S”;mGgﬁfg Screening Array-24 v3.0 Kit 24x1 BeadChip. 2##1650,000 SNPY— 11—
20087707 VT AL THE, '”(f]‘gigg‘m’\gleggy'a“o”@'c v2.0 BeadChip Kit 8x1BeadChip. 2i
20041558 I IR Infinium Mouse Methylation BeadChip Kit 12x1 BeadChip. 2#

(24 Samples)
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