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« EGFR exon 20 insertions
DleEa— + Mutations associated with acquired drug resistance
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News and Views

— Chipping away at the lung cancer
genome - pp349 — 351

Brief Communications
— KIF5B-RET fusions in lung e
adenocarcinoma - pp375 — 377 p

— RET, ROS1 and ALK fusions in lung
cancer - pp378 — 381

— ldentification of new ALK and RET gene
fusions from colorectal and lung cancer
biopsies - pp382 - 384
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(| (Header) A
Customer Name ILLUMINA, INC. — He adergﬁﬁj\
Product Type 15032433
Date Manufactured 25/10/2012
Lot 35105
DesignStudio ID NA

\ | Target Plexity 212 4

> 4

[Probes]
Target Region Name Target Region ID Target D Species Build ID [omesd
MPL1_2 MPL1_2.chr1.43815008.43815009 MPL1_2.chr1.43815008.43815009_tile_1 Homo sapiens hg!9 |chril
NRAS1_7 NRAS1_7.chr1.115256528.115256531 NRAS1_7.chr1.115256528.115256531_tile_1 Homo sapiens hg!9 |chri
NRASS8_13 NRASB8_13.chr1.115258730.115258748 NRASB8_13.chr1.115258730.115258748_tile_1 Homo sapiens hg!9 |chrl
ALK1 ALK1.chr2.29432664.29432664 ALK1.chr2.29432664.29432664 tile_1 Homo sapiens hg!9 |[chr2
ALK2 ALK2.chr2.29443695.29443695 ALK2.chr2.29443695.29443695 tile_1 Homo sapiens hg!9 |[chr2
IDH1_1.2 IDH1_1.2.chr2.209113112.209113113 IDH1_1_2.chr2.209113112.209113113_tile_1 Homo sapiens hg!9 |chr2

12

Start Position |End Position }d Target Regio|ULSO SequenqULSO |DLSO Sequen§DLSO (Probe Strand |Designer Design Score |Expected Amp|SNP Masking |Labels

43815008 43815009 - AAGTGGCGA4 0| TCAGCAGCA 0|- ILLUMINA NA 183 TRUE
115256528 115256531 - CAATAGCATT O|AGAGTACAG o[- ILLUMINA NA 182 TRUE
115258730 115258748 - GGGTTTTCAT O[CTGACAATC o[- ILLUMINA NA 184 TRUE
29432664 29432664 - GATAAAATC( 0|GACATCTAC - ILLUMINA NA 188 TRUE
29443695 29443695 - TGCTGCCCAT 0|CACCAGAAC. 0 ILLUMINA NA 1m TRUE

\ 209113112 209113113 - GAGGGTTGA( O|CATGCTTAT 0|- \ ILLUMINA NA 182 TRUE
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Figure 7. Sample Representation

900,000
800,000
700,000
600,000 -
500,000 -

REcoaLER] S oSURN TSR I
200,000 -
100,000

Y
-
-

10131619222528313437404346405255586168467707376798285

Figure 7. Representation of Samples in Pool. In
addition to high multiplexing capabilities, another unique

=) =) advantage of the TSCA method is a bead normalization
: vv' : YVV~V‘V tep which eliminates th dt t1 d manuall
N CEB FENCEB step which e ates the need to quantify and manually

normalize samples before pooling. The bead
normalization followed by equal volume pooling

produces sample pools with coefficients of variation of
<17% as seen 1n the figure above. Samples are all within

2-fold of one another thereby maximizing yield on the
MiSeq.
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i s onAsa s )
VARIANTS
| | Region Name | Sample Name | Che | Anmatston | Coc
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TruSeq Custome Amplicon Cancer Panel 7—%4

https://basespace.illumina.com/s/rfTW6T

3o Suz Kenwuke - il lumina

\Run| Samples | Downloads |
FFPE Lung Cancer Sample  Owner: lllumina Inc Amplicon

# . AMPLICONS LOCATION VAR ¥
O [T e e e T

2 NRAS1_7.chr1.11525652.. chri: 115,256,500 - 115,256,681 0

3 NRASS_13.chr1.1152587... chri: 115258,702 - 115,258,885 0

4 ALK1.chr2,29432664,294. ., chr2: 29,432,636 - 29,432,823 1

5 ALK2.chr2.29443695.294... chr2: 29,443,667 - 29,443,837 0 -

8 IDH1_1_2.chr2,20911311... chr2: 209,113,084 - 209,113,265 0O :

FFPE Lung Cancer Sample / MPL1_2.chr1.43815008.43815009_tile_1.1

Details ‘ Variants

# LOCATION. SCR TYPE CALL dbSNP RefGene A C
1 29,432,7... 3070 SNP  T->CT rs373... ALK 25

30"
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TruSeq Amplicon Cancer Panel {fi$&
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FC-130-1008 TruSeqAmplicon - Cancer Panel (96 samples) ¥18,750-  ¥1,800,000-
FC-130-1003 TruSeq Custom Amplicon Index Kit (96 Indices, 384 Samples) ¥372- ¥143,000-
FC-130-1007 TruSeq Index Plate Fixture and Collar Kit (2 Each) - ¥26,300-
WG-321-1001 lllumina FFPE QC Kit (384 samples)* ¥36- ¥13,700-
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MS-102-1001 MiSeq Reagent Kit (300 Cycles) ¥145,000-
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WG-321-1001 FC-130-1008 FC-130-1005 MS-102-1001
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