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FFPEQ fi k I % |F— ©F
I QuickExtract FFPE DNA/RNA Extraction Kit (Epicentre, an lllumina
company)

I QlAamp DNA FFPE Tissue Kit (Qiagen)
I Phenol Chloroform Extraction (Traditionally used)
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1. FFPE DNAD fi k i -K' !> 0P
1. TruSeq Custom Amplicon 1.5

2. TruSeq Custom Amplicon Low Input

FFPEDNADOfi k1 -  # % %+ RE |
1. TruSight Tumor 15

2. TruSight Tumor 26

3. TruSeqg Amplicon Cancer Panel

2. FFPE RNAD fi k | -K' 1D ©PJ:
1. Coding Transcriptome: TruSeq RNA Access Library Prep
2. Whole Transcriptome: TruSeq Stranded Total RNA Library Prep
3. Targeted Expression: TruSeq Targeted RNA Expression Library Prep
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DN A ® /)
20 AMmQpg 0
vl.5 Low Input
& gbNA 50 ng 1-10 ng
g REEERNA 250 ng 10-50 ng*
il K P )| =
g Filter plate
&> 10 6.5
é Amplicon Up to 10,000 Up to 1536
(via Concierge)
: 150, 175, 250,
é Amplicon 425 bp 150, 175, 250 bp
gﬁ; 96+ 16, 96+
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TruSeq Custom Amplicon Low Input
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Big discoveries
Now start smaller.

Introducing the new low-input
amplicon solution.

Featuring as low as 1 ng DNA input, FFPE compatibiity, and high data
quality, the new TruSeq™ Custom Ampicon Workflow takas you from
custom design to streamiined analysis with BaseSpace® Apps. It's never

\ j been easiar to confidently call variants from your most challenging samples.

llumina


http://www.illumina.com/content/dam/illumina-marketing/documents/products/datasheets/truseq-custom-amplicon-low-input-data-sheet-770-2015-012.pdf

TruSeq Custom Amplicon Low Input—: > e h. D

FFPE DNA
FFPEQC kit~ [ AR AREL S K LN
DNA- o' v — RE! :
DNA L
Quality ACq Input (ng)*
High -1to1 10
Target Specific - Medium >1.0-2.5 20-50
Oligos . o
w 2.5-4.0 50-100
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TSA Overview

How the assay works

Genomic DNA

l

Hybridization

gDNA
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Gradual Cool Down
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TSA Overview
How the assay works

Genomic DNA

l

Hybridization

l \ Oligo 1 Ligase Oligo 2 /

Extension- /////////////, /S

Ligation Mnvy A (170 or 250bp)

Oligorl 3 ® i A =~ 7 OlgoE>" A Mn\Y 14
37°C° 45 min
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TSA Overview
How the assay works

Genomic DNA

l

Hybridization

l i7 index \

i5 index
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Extension-
Ligation

l

Amplification
P7 i7 Index
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MMy A (

1. Index PN A4~ Un' PCR
2. PCR* A~ MAA~

3. AMPure XP°

i5 Index P5
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1. FFPE DNAD fi k i -K' !> 0P

1. TruSeq Custom Amplicon

2. TruSeq Custom Amplicon Low Input

FFPEDNADOfi k1 -  # % %+ RE |
1. TruSight Tumor 15

2. TruSight Tumor 26

3. TruSeqg Amplicon Cancer Panel

2. FFPE RNAD fi k | -K' 1D ©PJ:
1. Coding Transcriptome: TruSeq RNA Access Library Prep
2. Targeted Expression: TruSeq Targeted RNA Expression Library Prep
3. Whole Transcriptome: TruSeq Stranded Total RNA Library Prep
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TruSeq Stranded Total RNA Library Prep Kit

Considerations:

Extracted FFPE RNA

-wmfil K B J
QC: BA or TapeStation 0.1-lug s > =T RNA
“wafi k 2 J RNA—QC:
BioAnalyzer/TapeStation
Ribo Zero- | (RNA 6000 Nano Chip)
— T rRNA—
FFPEQfi K ! -Pooling & ofiki
- ®corK 24 samples for LT Kit (Set A< Bt

— —_—

96 samples for HT Kit

-= pJ k BJ:
Whole transcriptome
(MRNAs & ncRNAS)

- Support Page:
TruSeq Stranded Total RNA

illumina


http://support.illumina.com/sequencing/sequencing_kits/truseq_stranded_total_rna_lt_sample_prep_kit.html
http://support.illumina.com/sequencing/sequencing_kits/truseq_stranded_total_rna_lt_sample_prep_kit.html
http://support.illumina.com/sequencing/sequencing_kits/truseq_stranded_total_rna_lt_sample_prep_kit.html

TruSeq Stranded Total RNA Library Prep Kit
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TruSeqg RNA Access Library Prep Kit
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TruSeqg RNA Access Library Prep Kit
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TruSeqg RNA Access Library Prep Kit

Considerations:

FFPE RNA

: -=ufi K B J :

DV, - QC: BA or TapeStation 20-100ng FFPE sample Total RNA

-==fi K 2 J RNA—QC:
BioAnalyzer/TapeStation Trace
(RNA 6000 Nano Chip)

- Pooling a aofiki
1 r~ 4samplesy # — Ys
Pooling— 1 3 | 24Sampleq #

- T -
FFPEQ fi k i
— ®o Pk §

-= pJ k B
Adapter 8 PCR Coding transcriptome (MRNAS)

- Support Page:
Coding Transcriptome TruSeqg RNA Access
« " kH' D

1mawd s ey adY oo L]
TruSeq RNA Access L|brary Prepo ey & ™y FFPE — RNA-Seq =
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http://support.illumina.com/sequencing/sequencing_kits/truseq_rna_access_library_prep_kit.html
http://support.illumina.com/sequencing/sequencing_kits/truseq_rna_access_library_prep_kit.html
http://support.illumina.com/sequencing/sequencing_kits/truseq_rna_access_library_prep_kit.html
https://illumina.webex.com/mw0401lsp13/mywebex/default.do?nomenu=true&siteurl=illumina&service=6&rnd=0.7106193159901707&main_url=https://illumina.webex.com/ec0701lsp13/eventcenter/event/eventAction.do?theAction%3Ddetail%26confViewID%3D3882423320%26%26EMK%3D4832534b00000002ee1ca549b12eccf21600d01a732b131c8be7a17d6e2c3cf2965511356d1af5ff%26%26encryptTicket%3DSDJTSwAAAALDxWX1nQtRrIeWt6iqa1GNW-pcGVvcexUpo1zLClawOw2%26%26siteurl%3Dillumina
https://illumina.webex.com/mw0401lsp13/mywebex/default.do?nomenu=true&siteurl=illumina&service=6&rnd=0.7106193159901707&main_url=https://illumina.webex.com/ec0701lsp13/eventcenter/event/eventAction.do?theAction%3Ddetail%26confViewID%3D3882423320%26%26EMK%3D4832534b00000002ee1ca549b12eccf21600d01a732b131c8be7a17d6e2c3cf2965511356d1af5ff%26%26encryptTicket%3DSDJTSwAAAALDxWX1nQtRrIeWt6iqa1GNW-pcGVvcexUpo1zLClawOw2%26%26siteurl%3Dillumina
https://illumina.webex.com/mw0401lsp13/mywebex/default.do?nomenu=true&siteurl=illumina&service=6&rnd=0.7106193159901707&main_url=https://illumina.webex.com/ec0701lsp13/eventcenter/event/eventAction.do?theAction%3Ddetail%26confViewID%3D3882423320%26%26EMK%3D4832534b00000002ee1ca549b12eccf21600d01a732b131c8be7a17d6e2c3cf2965511356d1af5ff%26%26encryptTicket%3DSDJTSwAAAALDxWX1nQtRrIeWt6iqa1GNW-pcGVvcexUpo1zLClawOw2%26%26siteurl%3Dillumina

TruSeq Targeted RNA Expression Library Prep Kit
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TruSeq Targeted RNA Expression Library Prep Kit

Considerations:

FFPE RNA

: -mmfl K B J
DV 00 - QC: BA or TapeStation 100ng~400 ng— ) D a i RNA

-==fi K B J RNA—QC :
BioAnalyzer/TapeStation Trace
(RNA 6000 Nano Kit)

- Pooling A afiki

Target Specific 384 samples per lane

Oligos .
-RE T :
10 — RET 8 o @2 8 R
£l =) ofi

-= pJ k BJ:
Targeted mRNA & ncRNA Transcripts

- Support Page:
TruSeq Targeted RNA Expression

illumina


http://support.illumina.com/sequencing/sequencing_kits/truseq-targeted-rna-expression-kit.html
http://support.illumina.com/sequencing/sequencing_kits/truseq-targeted-rna-expression-kit.html
http://support.illumina.com/sequencing/sequencing_kits/truseq-targeted-rna-expression-kit.html

TruSeq Targeted RNA Expression Library Prep Kit
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Find the right kit »

Support Webinars

Support Bulletins

+ VIEW SUPPORT

Sample Prep Kit Selector

Lower Right Corner of Page
-For FFPE DNA Library Prep, choose:
Starting Material: DNA

Sequencing Project Type: Whole Genome or Amplicon

-For FFPE RNA Library Prep, choose:
Starting Material: RNA
RNA Quality: Low Quality RIN <8

Webinars

Bulletin Board

General Support

llumina


http://www.illumina.com/applications/sequencing/dna_sequencing.ilmn
http://www.illumina.com/applications/sequencing/dna_sequencing.ilmn
http://www.illumina.com/applications/sequencing/dna_sequencing.ilmn
http://www.illuminakk.co.jp/events/webinar_japan.ilmn
http://www.illuminakk.co.jp/events/webinar_japan.ilmn
https://icom.illumina.com/MyIllumina/Bulletins
https://icom.illumina.com/MyIllumina/Bulletins
https://icom.illumina.com/MyIllumina/Bulletins
http://support.illumina.com/
http://support.illumina.com/
http://support.illumina.com/

/ — QOwd.

» Support Bulletins:

» What applications are suitable for use with the Infinium HD FFPE Restoration
and FFPE OC Kits?

» lllumina FFPE gPCR Quality Control Protocol:
» Using the lllumina FFPE QC Kit with the TruSeq Amplicon-Cancer Panel

» Additional informative resources on FFPE samples:

» Next-Generation Segeuncing of RNA and DNA Isolated from Paired Fresh-
Frozen and Formalin-Fixed Paraffin-Embedded Samples of Human Cancer and
Normal Tissue
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https://my.illumina.com/MyIllumina/Bulletin/BG-3wodn-EmvA142sc4qGA/what-applications-are-suitable-for-use-with-the-in
https://my.illumina.com/MyIllumina/Bulletin/BG-3wodn-EmvA142sc4qGA/what-applications-are-suitable-for-use-with-the-in
https://my.illumina.com/MyIllumina/Bulletin/BG-3wodn-EmvA142sc4qGA/what-applications-are-suitable-for-use-with-the-in
https://my.illumina.com/MyIllumina/Bulletin/BG-3wodn-EmvA142sc4qGA/what-applications-are-suitable-for-use-with-the-in
https://my.illumina.com/MyIllumina/Bulletin/BG-3wodn-EmvA142sc4qGA/what-applications-are-suitable-for-use-with-the-in
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http://support.illumina.com/content/dam/illumina-support/documents/myillumina/255af045-4832-44e6-af20-ee4f28956b5e/truseq_amplicon_cancer_panel_ffpe_qc_insert_15033035_a.pdf
http://support.illumina.com/content/dam/illumina-support/documents/myillumina/255af045-4832-44e6-af20-ee4f28956b5e/truseq_amplicon_cancer_panel_ffpe_qc_insert_15033035_a.pdf
http://support.illumina.com/content/dam/illumina-support/documents/myillumina/255af045-4832-44e6-af20-ee4f28956b5e/truseq_amplicon_cancer_panel_ffpe_qc_insert_15033035_a.pdf
http://support.illumina.com/content/dam/illumina-support/documents/myillumina/255af045-4832-44e6-af20-ee4f28956b5e/truseq_amplicon_cancer_panel_ffpe_qc_insert_15033035_a.pdf
http://support.illumina.com/content/dam/illumina-support/documents/myillumina/255af045-4832-44e6-af20-ee4f28956b5e/truseq_amplicon_cancer_panel_ffpe_qc_insert_15033035_a.pdf
http://support.illumina.com/content/dam/illumina-support/documents/myillumina/255af045-4832-44e6-af20-ee4f28956b5e/truseq_amplicon_cancer_panel_ffpe_qc_insert_15033035_a.pdf
http://support.illumina.com/content/dam/illumina-support/documents/myillumina/255af045-4832-44e6-af20-ee4f28956b5e/truseq_amplicon_cancer_panel_ffpe_qc_insert_15033035_a.pdf
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4039489/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4039489/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4039489/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4039489/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4039489/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4039489/
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http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4039489/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4039489/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4039489/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4039489/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4039489/
http://www.ncbi.nlm.nih.gov/pmc/articles/PMC4039489/
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