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* Messenger RNA (mMRNA)
* Ribosomal RNA (rRNA)
* Transfer RNA (tRNA)

=2 = * Small nuclear RNA (snRNA)
iﬁﬁ%&Df\fﬁ?);ﬁ% * Small nucleolar RNA (snoRNA)

* microRNA (miRNA)

* Piwi-interacting RNA (piRNA)

F& 35 ] 1) « Small interfering RNA (siRNA)

* Long intergenic non-coding RNA (lincRNA)
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http://support.illumina.com/sequencing/sequencing_kits/truseq_stranded_mrna_ht_sample_prep_kit.ilmn
http://support.illumina.com/sequencing/sequencing_software.ilmn
http://www.google.com/url?sa=i&rct=j&q=&esrc=s&frm=1&source=images&cd=&cad=rja&docid=b49X5kyqJh1T3M&tbnid=7Yyd5E6ZadNWIM:&ved=0CAUQjRw&url=http://imihumangenomproject.blogspot.com/2012/12/rna-extraction.html&ei=RBNrUoWwHKj7igLyvIGQDg&bvm=bv.55123115,d.cGE&psig=AFQjCNGGwnvhoHh7QdeQXnG_2_vZxlECCw&ust=1382835377912100
http://www.google.com/url?sa=i&rct=j&q=&esrc=s&frm=1&source=images&cd=&cad=rja&docid=b49X5kyqJh1T3M&tbnid=7Yyd5E6ZadNWIM:&ved=0CAUQjRw&url=http://imihumangenomproject.blogspot.com/2012/12/rna-extraction.html&ei=RBNrUoWwHKj7igLyvIGQDg&bvm=bv.55123115,d.cGE&psig=AFQjCNGGwnvhoHh7QdeQXnG_2_vZxlECCw&ust=1382835377912100
http://support.illumina.com/sequencing/sequencing_instruments/miseq.ilmn
http://support.illumina.com/sequencing/sequencing_instruments/nextseq-500.ilmn
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MRNA & Total RNA

» Epicenter
» MasterPure RNA
» MasterPure Yeast RNA
» MasterPure Plant RNA
* Qiagen
« Ambion
e Trizol
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Small RNA
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MRNA, Total RNA & Small RNA

* TruSeq RNA v2 & Stranded mRNA

> RIN>8, FFPEY > JILIIERAAT
* TruSeq Stranded total RNA
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TruSeq RNA Sample Prep Kit v2

)

TruSeq Stranded Total RNA Ribo-Zero H/M/R

TruSeq Stranded Total RNA Ribo-Zero Gold

TruSeq Stranded Total RNA Ribo-Zero Plant

)

TruSeq Small RNA Sample Prep Kit
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Poly-A Selection vs Ribo-Zero Depletion

FEDELY:
— TruSeqg RNA v2 & TruSeq Stranded mRNA: poly A-selection ;%
— TruSeq Stranded Total RNA RNA: Ribo-ZerolZ & SrRNAFRE

poly A-selectionjk: RNADOZ A ) T4 — (RIN > 8) NEE!
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= TruSeq Stranded mRNA:
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http://www.illuminakk.co.jp/documents/pdf/2014_techsupport_session2.pdf
http://www.illuminakk.co.jp/documents/pdf/2014_techsupport_session2.pdf
http://www.illuminakk.co.jp/documents/pdf/2014_techsupport_session2.pdf
http://www.illuminakk.co.jp/documents/pdf/2014_techsupport_session2.pdf
http://www.illuminakk.co.jp/documents/pdf/2014_techsupport_session1.pdf
http://www.illuminakk.co.jp/documents/pdf/2014_techsupport_session1.pdf
http://www.illuminakk.co.jp/documents/pdf/2015_techsupport_session3.pdf
http://www.illuminakk.co.jp/documents/pdf/2015_techsupport_session3.pdf
http://www.illuminakk.co.jp/documents/pdf/2015_techsupport_session3.pdf
http://www.illuminakk.co.jp/documents/pdf/2015_techsupport_session3.pdf
http://www.illuminakk.co.jp/documents/pdf/2015_techsupport_session3.pdf
http://support.illumina.com/sequencing/sequencing_kits/truseq_rna_sample_prep_kit_v2.ilmn
http://support.illumina.com/sequencing/sequencing_kits/truseq_rna_sample_prep_kit_v2.ilmn
http://support.illumina.com/sequencing/sequencing_kits/truseq_rna_sample_prep_kit_v2.ilmn
http://support.illumina.com/sequencing/sequencing_kits/truseq_stranded_mrna_lt_sample_prep_kit.ilmn
http://support.illumina.com/sequencing/sequencing_kits/truseq_stranded_mrna_ht_sample_prep_kit.ilmn
http://support.illumina.com/sequencing/sequencing_kits/truseq_stranded_total_rna_lt_sample_prep_kit.ilmn
http://support.illumina.com/sequencing/sequencing_kits/truseq_stranded_total_rna_ht_sample_prep_kit.ilmn
http://support.illumina.com/sequencing/sequencing_kits/truseq_rna_access_library_prep_kit.html
http://support.illumina.com/sequencing/sequencing_kits/truseq_rna_access_library_prep_kit.html
http://support.illumina.com/sequencing/sequencing_kits/truseq_rna_access_library_prep_kit.html
http://support.illumina.com/sequencing/sequencing_kits/truseq_rna_access_library_prep_kit.html
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ACGTTGACGATAGCGTCTCAGTCIGATCATACAGIACGTTGACGATAGCGTCICAG

GITGACG TAGCGICTICAGICIGATICAIACAGCIARGITGACGATAGCGICTICAG

TGACGATAGCGTCTCAG
TGACG TAGCGICTICAGICTIGATCATACAGITIAC( ATA A

» RNA-Seq: >—4 VAN — FHEHEE |
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RNA-Seq® >—4 2V A&
MRNA Seq & L < /£Total RNA SeqD &4
E RRNAY > TILERW-15E

_ FrVr—>ay RS —4 o AEH (number of reads)

EIETF RIRMAT 10-20M Y — F* @ 1 x 50 bp

REIOI274 ) T@BIT

T7VIVEFEMERFHEMEN  50-100M ) — F* @ 1 x 50 bp
ATSARNYT Uk 50 - 100M 'J— F*@ 2 x 50 ~ 2 x 100 bp
SR YT =L X -
PRSP BEERMOTEIIL 50 - 200M 'J— F*@ 2 x 75 bp ~

*x RYAE LY L3 0ETH>THERLIMRNA libraryDIg&
« Total RNA library (Ribo-Zeroff#) 274U T 1 DELRNADSEMLIZRNAS A TS —T
2ED Y — F#%E. FFPEHY VT TIRA4EDY— FRERWSZ L &R

‘IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII.
+ BHLETHLRPLGHRRHLLBVEIOT, BHOT7 TV 75— avIZBL T,

MG EETSBINEZ, VO RAEFHEZR/EVNEELEEZBE8HLET
e Encode guidelinesZE ZSBLEEL
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http://genome.ucsc.edu/ENCODE/protocols/dataStandards/RNA_standards_v1_2011_May.pdf

RNA-Seq®D &—4 U A &4
Small RNAD A

IR IM IJ— K @ 1x50 bp
Small RNA
I Small RNADEZR 10 - 20M 'J— F @ 1x50 bp

‘IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII.

HLETH—WRULGHBESEHELGYETOT, BHODT7Z7TUHyr—2avIZIE LT,
WMXLEEEZTSBRIVFEE, D=V RAFREREWNV=ECIEZH8OLET
Encode guidelinesZE ZS8BLLEE LY

AEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEENES
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http://genome.ucsc.edu/ENCODE/protocols/dataStandards/RNA_standards_v1_2011_May.pdf

RNA-Seq® >—4 2V A&
Small RNA

IR IM 1J— K @ 1x50 bp*
Small RNA
#HHSmall RNADEE 10 - 20M IJ— K @ 1x50 bp*
Is this really an adapter?
1x36bp run 30bp insert TGGAAT &

1x50bp run 30bp insert TGGAATTCTCGGGTGCCAAG *’

> TRATA—F) ST EERICITSRO. 10— brLYIHA T, RHIC
V—lrURTHILETHR

‘IIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIIII.
H<ETH—RPUTHRFZELLGYFETOT, BHUOT7 TV 75— aVISIEL T,

RMXEEETBRVEEE, O— TV AFBEREVERECIEEZSBOLET
‘ ECBREESL

AEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEES

"N NN NN NN
geemnnn?®
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http://genome.ucsc.edu/ENCODE/protocols/dataStandards/RNA_standards_v1_2011_May.pdf

Instrument Compatibility
Which One to Use? How Many Samples/Run?

1TEDY—7 VRS U TRITAIREGY > TILE

MiSeq NextSeq 500 HiSeq 2500

R\ TOT 74 VM 1-2 12 - 36 24 - 396
fSURD Y T b— LB - 3-10 8-96
Small RNA3 3-5 25 - 80 60 - 768

12,31y 10MY) — F/IH > FIL, 2)40MY—F/IHY 2 F)L, 3)5M) —RIH VU TILDIEE
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BaseSpace® 3 DMDRNA-SeqfFHrApp

TopHat Cufflinks 7> J L RNAEXxpress
T4 A2k & BIGFHIRAER

£ & ® s e e # | = |
Launchapp = Download Project Import Share project Get link Edit project | Transfer Owner | Move to Trash
Ad drop or select files
Sampligs Analyses Manifests

File type: File type: File typ e
fastq.gz VCF| vef Jtxt

vef.gz

SUDT—R%EF7y7A—F fastq filez 7 v FO— K

¢ I EEEEEEEEEEFEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEEE)

« BaseSpacet TRNA-Seql=f@#TI-ERTEEL 32D ) —@HF7 TV
- BEDYY)vH T, HEICBANITAET
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BaseSpace® 3 DMDRNA-Seqf#HTApp

Fi& Vi =1 AR
TopHat 754 > A o EREZEDTopHat2ZE27=RNA-Seq7 S * > hEhHo T4 0T
vk . | - mEEETOI—L GFTVaFL)
Mot ISSAC Varinat CallerZ{£/H L 7=cSNPa—JL
AT #E B8 [ Cufflinks Assembly & DE AppT & & IZfEHT AT &E

Cufflinks 7> HECTFRERRT
L& BIEFREBEEN BIRMWEEEYMOT7 2 TILEFREGEEEM T
RNAExpress HEDEEFRBE TN I 7 A ILESTAR7 54 > * > b EDESeq2 TEIR

BIEFLANILOEBEEFHREICHE

32 illumina



BaseSpace® 3 DMDRNA-Seqf#HrApp
FHLHENDT T TTEZZ L

e —-
T yerer
AT
5% B Cufflinks* RNA Express

¢' ~
)

— T REDT 4 ILE— &Y
=l ORTIA VAU &U HY
ZFEa—) &Y L
AME&BEETFI—IL oY L
BEENTEVITIL &Y L
BEEFEFA HY L
REENETA &Y L
B FRBEZE DR oY HY

*Demo data avallable for Tophat/Cufflinks: stranded mRNA & total RNA on HiSeq & NextSeq
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https://basespace.illumina.com/datacentral
https://basespace.illumina.com/datacentral
https://basespace.illumina.com/datacentral

RNA-Seq Data Analysis Software Packages

TDD@EFY 7 k

« CASAVA: 225 L) — FMDRNA-Seqfig#r
> RNA-SeqDfEEALRITOT 74 ) U5 DEFHAIHE
> /=X TARED)—FhHOorEHA

¥ D Third-party software*

>
>
>

- BaseSpace RNA-Seq App D Z#H
>

* A ATech Note Z TS /&0
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partek.com
partek.com
partek.com
code.google.com/p/rna-star
code.google.com/p/rna-star
code.google.com/p/rna-star
tophat.cbcb.umd.edu
tophat.cbcb.umd.edu
tophat.cbcb.umd.edu
tophat.cbcb.umd.edu
tophat.cbcb.umd.edu
http://www.illumina.com/landing/basespace-core-apps-for-rna-sequencing/?scid=2014019PT1
http://supportres.illumina.com/documents/documentation/software_documentation/technote_thirdparty_software.pdf
http://supportres.illumina.com/documents/documentation/software_documentation/technote_thirdparty_software.pdf
http://supportres.illumina.com/documents/documentation/software_documentation/technote_thirdparty_software.pdf
http://supportres.illumina.com/documents/documentation/software_documentation/technote_thirdparty_software.pdf

V= VAR. TEARWICEAT S VR
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— Data Sheet:
— Tech Note:

— 2014/10/17

— 2014/09/12
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http://www.illumina.com/applications/sequencing/rna.ilmn
http://res.illumina.com/documents/products/datasheets/datasheet_rnaseq_analysis.pdf
http://res.illumina.com/documents/products/datasheets/datasheet_rnaseq_analysis.pdf
http://res.illumina.com/documents/products/datasheets/datasheet_rnaseq_analysis.pdf
http://res.illumina.com/documents/products/datasheets/datasheet_rnaseq_analysis.pdf
http://res.illumina.com/documents/products/datasheets/datasheet_rnaseq_analysis.pdf
http://supportres.illumina.com/documents/documentation/software_documentation/technote_thirdparty_software.pdf
http://supportres.illumina.com/documents/documentation/software_documentation/technote_thirdparty_software.pdf
http://supportres.illumina.com/documents/documentation/software_documentation/technote_thirdparty_software.pdf
http://supportres.illumina.com/documents/documentation/software_documentation/technote_thirdparty_software.pdf
http://www.illumina.com/science/publications-list.ilmn
http://genome.ucsc.edu/ENCODE/
http://genome.ucsc.edu/ENCODE/protocols/dataStandards/RNA_standards_v1_2011_May.pdf
http://genome.ucsc.edu/ENCODE/protocols/dataStandards/RNA_standards_v1_2011_May.pdf
http://genome.ucsc.edu/ENCODE/protocols/dataStandards/RNA_standards_v1_2011_May.pdf
http://genome.ucsc.edu/ENCODE/protocols/dataStandards/RNA_standards_v1_2011_May.pdf
http://genome.ucsc.edu/ENCODE/protocols/dataStandards/RNA_standards_v1_2011_May.pdf
http://genome.ucsc.edu/ENCODE/protocols/dataStandards/RNA_standards_v1_2011_May.pdf
http://www.illuminakk.co.jp/events/webinar_japan/support_webinar.ilmn
http://www.illuminakk.co.jp/documents/pdf/2014_techsupport_session13.pdf
http://www.illuminakk.co.jp/documents/pdf/2014_techsupport_session13.pdf
http://www.illuminakk.co.jp/documents/pdf/2014_techsupport_session13.pdf
http://www.illuminakk.co.jp/documents/pdf/2014_techsupport_session13.pdf
http://www.illuminakk.co.jp/documents/pdf/2014_techsupport_session13.pdf
http://www.illuminakk.co.jp/documents/pdf/2014_techsupport_session13.pdf
http://www.illuminakk.co.jp/documents/pdf/2014_techsupport_session13.pdf
http://www.illuminakk.co.jp/documents/pdf/2014_techsupport_session13.pdf
http://www.illuminakk.co.jp/documents/pdf/2014_techsupport_session13.pdf
http://www.illuminakk.co.jp/documents/pdf/2014_techsupport_session13.pdf
http://www.illuminakk.co.jp/documents/pdf/2014_techsupport_session13.pdf
http://www.illuminakk.co.jp/documents/pdf/2014_techsupport_session11.pdf
http://www.illuminakk.co.jp/documents/pdf/2014_techsupport_session11.pdf
http://www.illuminakk.co.jp/documents/pdf/2014_techsupport_session11.pdf
http://www.illuminakk.co.jp/documents/pdf/2014_techsupport_session11.pdf
http://seqanswers.com/
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