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@ Whole genome and transcriptome integrated
analyses guide clinical care of pediatric poor
prognosis cancers

Deyell RJ, Shen Y, Titmuss E, et al. Nat Commun.
2024;15(1):4165. doi: 10.1038/s41467-024-48363-5

(>) Integrative pan-cancer genomic and
transcriptomic analyses of refractory metastatic
cancer

Pradat VY, Viot J, Yurchenko AA, et al. Cancer Discov.
2023;13(5):1116-1143. d0i:10.1158/2159-8290.CD-22-0966

() Opposing immune and genetic mechanisms
shape oncogenic programs in synovial sarcoma

Jerby-Arnon L, Neftel C, Shore ME, et al. Nat Med.
2021;27(2):289-300. doi:10.1038/s41591-020-01212-6

G/ZOZA+IET/ZOR

() Multimodal cell-free DNA whole-genome TAPS
is sensitive and reveals specific cancer signals

Vavoulis, DV, Cutts, A, Thota, N et al. Nat Commun.
2025;16:430. doi.org/10.1038/s41467-024-55428-y

() Multimodal analysis of cfDNA methylomes
for early detecting esophageal squamous cell
carcinoma and precancerous lesions

Liu, J, Dai, L, Wang, Q. et al. Nat Commun. 2024;15:3700. doi.
0rg/10.1038/s41467-024-47886-1

JI)ZOR+IES/ZORA+RSVRAIUTRITIR

() Multi-omics analyses reveal biological and
clinical insights in recurrent stage | non-small
cell lung cancer

Wang C, Li J, Chen J, et al. Nat Commun. 2025;16(1):1477.
doi:10.1038/s41467-024-55068-2

(>) Epigenome-wide association study identifies
cardiac gene patterning and a novel class of
biomarkers for heart failure
Meder B, Haas J, Sedaghat-Hamedani F, et al.

Circulation. 2017;136(16):1528-1544. doi:10.1161/
CIRCULATIONAHA117.027355

IEY/SOR+NSVRAOUTRIIR

(=) Single-cell transcriptomics and epigenomics
unravel the role of monocytes in neuroblastoma
bone marrow metastasis

Fetahu IS, Esser-Skala W, Dnyansagar R, et al. Nat Commun.
2023;14(1):3620. doi:10.1038/s41467-023-39210-0

(=) Single cell transcriptional and chromatin
accessibility profiling redefine cellular
heterogeneity in the adult human kidney

Muto Y, Wilson PC, Ledru N, et al. Nat Commun. 2021;12(1):2190.
doi:10.1038/s41467-021-22368-w
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() A histone-centric multi-omics study shows that () Mendelian randomization identifies proteins
increased H3K4 methylation sustains triple- involved in neurodegenerative diseases
negative breast cancer phenotypes Belbasis L, Morris S, van Duijn C, et al. Brain. 2025;148(7):2412-
Noberini R, Robusti G, Vai A, et al. Nat Commun. 2025;16:8716. 2428. doi10.1093/brain/awaf018
doi:10.1038/s41467-025-63745-7 . - Lo

(=) Joint profiling of DNA and proteins in

@ A roadmap to the molecular human linking single cells to dissect genotype-phenotype
multiomics with population traits and diabetes associations in leukemia
SUbtypes Demaree B, Delley CL, Vasudevan HN, et al. Nat Commun.

Halama A, Zaghlool S, Thareja G, et al. Nat Commun. 2021;12(1):1583. doi:10.1038/s41467-021-21810

2024;15(1):7111. doi: 10.1038/s41467-024-51134-x

(=) Simultaneous trimodal single-cell
measurement of transcripts, epitopes, and
chromatin accessibility using TEA-seq

Swanson E, Lord C, Reading J, et al. Elife. 2021;10:e63632.
doi:10.7554/eLife.63632

| S I
FSYRAOUTRZORA+TATFHZIR G/ZO0ZA+MSVRAOVTRNZIHZA+TOTHZIR
() Multi-omic profiling reveals age-related (>) Integrative multi-omics approaches identify
immune dynamics in healthy adults molecular pathways and improve Alzheimer’' s
Gong Q, Sharma M, Glass MC, et al. Nature. 2025;648:696- disease risk prediction
706. doi.org/10.1038/s41586-025-09686-5 Venkatesh R, Cardone KM, Bradford Y, et al. Aizheimer’s &

. X . Dementia. 2025;21(11):e70886. doi:10.1002/alz.70886
@ Multi-omics resolves a sharp disease-state

shift between mild and moderate COVID-19

Su'Y, Chen D, Yuan D, et al. Cell. 2020;183(6):1479-1495.e20.
doi:10.1016/j.cell.2020.10.037

|
ZENSVRAIUTRIIZA+ZETOTHIIR

() Spatial signatures for predicting immunotherapy
outcomes using multi-omics in non-small cell
lung cancer

Aung TN, Monkman J, Warrell J, et al. Nat Genet.
2025;57(10):2482-2493. d0i:10.1038/s41588-025-02351-7
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