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https://jp.illumina.com/destination/g/singlecell-publication-vol2-dl.html
https://jp.illumina.com/destination/g/singlecell-publication-vol2-dl.html
https://jp.illumina.com/systems/sequencing-platforms/nextseq.html
https://jp.illumina.com/systems/sequencing-platforms/novaseq.html
https://jp.illumina.com/systems/sequencing-platforms/iseq.html
https://jp.illumina.com/systems/sequencing-platforms/iseq.html
https://www.10xgenomics.com/
https://www.10xgenomics.com/instrument/
https://www.10xgenomics.com/solutions/single-cell/
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https://jp.support.illumina.com/sequencing/sequencing_instruments/iseq-100/downloads.html
https://jp.illumina.com/products/by-type/sequencing-kits/cluster-gen-sequencing-reagents/nextseq-series-kits-v2-5.html
https://jp.support.illumina.com/sequencing/sequencing_instruments/nextseq-550/downloads.html
https://jp.illumina.com/products/by-type/sequencing-kits/cluster-gen-sequencing-reagents/novaseq-reagent-kits.html
https://jp.support.illumina.com/sequencing/sequencing_instruments/novaseq-6000/downloads.html
https://support.10xgenomics.com/single-cell-gene-expression/software/overview/welcome
https://github.com/lh3/seqtk
https://support.10xgenomics.com/single-cell-gene-expression/software/pipelines/latest/installation#header
https://support.10xgenomics.com/single-cell-gene-expression/software/pipelines/latest/installation#header
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https://jp.support.illumina.com/content/dam/illumina-support/documents/documentation/system_documentation/novaseq/novaseq-xp-workflow-checklist-1000000044404-04.pdf
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