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NovaSeq:

TruSeq Nano 550 8b2 XDLi?Ir?gex 92.5%
(Replicates of NA12878) P

HiSeq 2500 - v4 reagents :

TruSeq PCR Free 2 x 126bp 90.4%
(4 replicates of NA12877)

HiSeq 2000

NeoPrep Nano 550 2 x 100bp 86.69%
(NA12878 - 3 replicates at 75ng 7bp Index o
plus manual at 200ng)

NextSeq 500 :

TruSeq PCR Free WGS_ 2 x 151bp 79.4%
RTA2.1.3.0 (NA12878)

NextSeq 500 v2 : 2 x 151bp 87.0%

TruSeq Nano 550 (NA12878)
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Reagent Version
WGS Library Prep Kit PCR Free Nano
I 30.8 30.7
Fa7Ur—hk 6.6% 6.6%
BREFNHIN—F 98.5% 98.4%
SNV DFEREM 99.9% 99.8%
SNV OUd—)L 97.6% 97.6%
Indel DFEHENME 97.4% 91.2%
Indel ®Y—)L 95.5% 90.0%

FEH

HiSeq NextSeq

v4 v3 vi v2
PCR Free Nano PCR Free Nano
32.4 28.9 28.8 31.0
1.2% 7.2% 1.5% 1.6%
97.3% 94.3% 96.1% 97.7%
99.9% 99.8% 99.5% 99.8%
96.9% 96.6% 96.2% 96.9%
97.4% 96.3% 96.3% 90.1%
90.5% 84.5% 88.5% 85.7%
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