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TMB (Tumor Mutation Burden) (& Immuno-Oncology/N\A#A~<—h—&,LTEEEZED.
PEINEITTLET

ferms Search results* =ntire
Synonyms database** 120 101 15

TMB 120 studies 120 studies ™ I?fﬁ::fﬁ L1z TITAT1E bTMB (Blood TMB)
. HiR PREAER R PR ER TS BERER R

Tumor Mutation . )

Burden 42 studies 42 studies

Tumor Mutational

37 studies 37 studies
Burden

https://www.clinicaltrials.gov/ct2/results/details ?term=tumor+mutation+burden
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NEW!! TruSight™ Oncology 500 ctDNA (TSO500 ctDNA)
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TruSight Oncology 500 ctDNA
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TruSi%ht“" Oncolo

Yo INEAT FFPE (DNA and RNA)*
Small DNA variants (SNVs, MNVs, indels)
CNV

. RNA Fusion
I -~

TR RNA Splice Variants
MSI
TMB

BEFH DNA 523 BN ABSEIEREF & RNA 55 8{5F

CNV 59 EIEF

BEEET 55 E{nF

MSI YA+ 130 loci

hLyd 3,500x

) 1.94 Mb DNA
IRRILHAX 358 kb RNA
- _ NextSeq 550Dx (RUO mode)

TIvbIA—L NextSeq 500/550
NextSeq - 8

AI—TFyk

AT R 16 UD TruSight Indexes (DNA and RNA)

. . Pl 40 ng DNA

YOTINAVTINE 40 ng RNA

BEE 99.999%

23; 3 96%

*The products used to evaluate DNA and RNA variants consist of the TruSight Oncology 500 DNA panel and the TruSight Tumor 170 RNA panel.

500 7 7=!)—

TSO500 High-Throughput TSO500 ctDNA

FFPE (DNA and RNA)*

Small DNA variants (SNVs, MNVs, indels)
CNV

RNA Fusions

RNA Splice Variants

MSI

T™MB

DNA 523 N ABEEEEF & RNA 55 &ImF
59 &15F

55 EinF

130 loci

3,500x

1.94 Mb DNA
358 kb RNA

NovaSeq 6000

NovaSeq SP - 16
NovaSeq S1 - 32
NovaSeq S2 - 72
NovaSeq S4 - 192

192 IDT for illumina Nextera DNA UD Indexes

(DNA and RNA)

40 ng DNA
40-80 ng RNA

99.999%
96%

Plasma (cfDNA)

Small DNA variants (SNVs, MNVs, indels)
CNV

DNA fusions

MSI

TMB

523 NAREEIE{ZF DNA D&
59 E{&F
23 E&F
76 loci
35,000x
1.94 Mb DNA

NovaSeq 6000

NovaSeq S2 - 8
NovaSeq S4 - 24

16 UD TruSight indexes (DNA)
30 ng cfDNA

99.999%
96%

[lumina
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nt™ Oncology 500 ctDNA

BIEFRE

Small Variants — 523 Genes CNV 59 genes D’;g Fusions
L1 RCA2 __ ICUX1 FANCC _ IGNA13 NHBA DM4 AKS PTPN11__ SMAD2 _ TP53 PDGFRB genes
L2 RD4 CXCR4___FANCD2 __GNAQ NPP4A ED12 ALB2 PTPRD ___SMAD3 ___TP63 ALK PIK3CA ABL1
RAXAS1 BRIP1 CYLD FANCE __ GNAS NPP4B EF2B___ PARP1 PTPRS ___SMAD4 __ TRAF2 PIK3CB ALK
CVR1 g‘rm AXX FANCF __ GPS2 NSR EN1 AX3 PTPRT __ SMARCA4 TRAF7 ATM PTEN BCR
CVR1B__ BTK CUN1D1_FANCG __ GREM1___IRF2 ET PAX5 QKI SMARCB1_TSC1 RAF RAF1 BRAE
GRA2 _CALR DDR2 FANCI GRIN2A___IRF4 GA PAXT7 RAB35 _ SMARCD1 TSC2 RCA1 RET D74
1 CARD11___DDX41 __ FANCL __ GRM3 RS1 ITF PAXS RAC1 SMC1A __ TSHR RCA2 RICTOR FErR
CASP3 HX15 __ FAS GSK3B __ IRS2 MLH1 PBRM1____RAD21___ SMC3 U2AF1 CND1 RPSEKB1
3 CBFB ICER1___FAT1 H3F3A  UAK1 MLLT3 PDCD1____RAD50 MO VEGFA CND3 ITFRC ETV1
K CBL 1S3 FBXW7 __ H3F3B__ JAK2 MPL PDCD1LG2 RAD51 NCAIP___ VHL CNET ETV4
OX12B__CCN6 DNAJB1 _ FGF1 H3F3C  UAK3 RE11 DGFRA 51B__SOCS1__ VTCN1 DK4 ETV6
AMER1 __CCND1___DNMT1___FGF10 HGF JUN ESHZ DGFRB__RAD51C___SOX10___ WT1 DK6 EWSRA
NKRD11_CCND2 NMT3A _ FGF14 HISTIH1C KAT6A SH3 PDK1 RAD51D __SOX17____ XIAP HEK1 EGERD
ANKRD26 CCND3 NMT3B _ FGF19 HIST1H2BD KDM5A SH6 PDPK1 RAD52 0X2 PO1 HEK2 er 1
PC CCNE1 OTIL __ FGF2 HIST1H3A KDM5C ST1 PGR RADS4L _ SOX9 XRCC2 GF
CD274 __ E2F3 FGF23  HIST1H3B KDM6A STIR ___ PHF6 RAF1 SPEN YAP1 RBB2 NAB2
CD276___EED FGF3 IST1H3C OR PHOX2B __RANBP2 _ SPOP YES1 RBB3 NTRK1
FRP1__ (CD74 GFL7 FGF4 HIST1H3D UTYH __ PIK3C2B___RARA SPTA1 ZBTB2 RCC1 NTRK2
IDIA___CD79A __ EGFR FGF5 HIST1H3E PIK3C2G__RASA1____SRC é:sl B7A RCC2 NUTVA
IDIB___CD798 __ EIF1AX___ FGF6 HIST1H3F PIK3C3 __ RB1 SRSF2 FHX3 SR1 5AX3
ID2 CDC73 __ EIF4A2  FGF7 HIST1H3G CL IK3CA___RBM10 __ STAGT F217 FGF1 SAXS
ID5B___ CDH1 IFAE FGF8 HIST1H3H CN PIK3CB___RECQL4 _ STAG2 NF703 FGF10
ASXL1 CDK12 LOC FGF9 HIST1H3! 88 PIK3CD __ REL STAT3 RSR2 FGF14 PPARG
SXL2 __ CDK4 ML4 FGFR1___ HIST1H3J OD1___PIK3CG___RET STAT4 FGF19 RET
ATM CDK6 EMSY FGFR2___ HIST2H3A KMT2B 2 PIK3R1___RHEB STAT5A FGF2 ROS1
TR CDK8 P300 GFR3 __ HIST2H3C G BN IK3R2 0OA STATSB FGF23 TEE3
TRX CDKN1A__EPCAM __ FGFR4 IST2H3D KMT2D COA3 IK3R3___RICTOR __STK11 FGF3 TPRSS)
URKA  CDKN1B___EPHA3 _ FH HIST3H3 _KRAS NCOR1 __ PIM1 RIT1 STK40 FGF.
URKB _ CDKN2A__EPHA5 __ FLCN HLA-A LAMP1____INEGR1___PLCG2 __ RNF43 UFU FGF5
N1 CDKN2B__EPHA7 __ FLI1 HLA-B LATS1 NF1 PLK2 ROST uz12 FGF6
N2 CDKN2C _EPHB1 __ FLT1 HLA-C LATS2 NF2 PMAIP1 __ RPS6KA4 SYK FGF7
CEBPA BB2 _ FLI3 HNF1A _ LMO1 NFE2L2 _ PMS1 RPS6KB1 TAF1 FGF8
% CENPA BB3 __ FLT4 HNRNPK _LRP1B___ NFKBIA __ PMS2 RPS6KB2 _TBX3 FGFY
1 CHD2 RBB4 _ FOXA1 _ HOXB13 _LYN NKX2-1 ___PNRC1 TOR __ TCF3 FGFR1
BARD1 __ CHD4 ERCC1 OXL2 __ HRAS LZTR1 KX3-1 oLD1 RUNX1 CF7L2 FGFR
BBC3 CHEK1 __ERCC2 OX01____HSD3B1 G2 _NOTCH1 _POLE UNX1T1_TENT5C FGFR3
CL10 CHEK2 __ ERCC3 OXP1___ HSPS0AA1 MALT1 NOTCH2 _PPARG __ RYBP TERC FGFR4
CL2 CIC FRCC4 ___FRS2 COSLG P2K1__ INOTCH3 _PPM1D DHA RT JAK2
BCL2L1___COP1 FRCC5 ___FUBP1 D3 MAP2K2 _NOTCH4 _PPP2R1A SDHAF2 _ TET1 KIT
BCL2L11 _CREBBP _ERG FYN DH1 MAP2K4 __ NPM1 PPP2R2A SDHB TET2 KRAS
BCL2L2 _ ICRKL ERRFI1___ GABRA6 _IDH2 3K1___NRAS PP6C___ SDHC TFE3 | AMP1
CL6 CRLF2 SR1 GATA1 FNGR1___MAP3K13 _NRG1 PRDOM1____SDHD TFRC DM2
COR CSF1R S GATA2 GF1 MAP3K14 NSD1 PREX2 _ SETBP1___TGFBR1 DM4
CORL1___CSF3R V1 GATA3 GF1R MAP3K4 _ NTRK1 PRKAR1A SETD2 __ TGFBR2 ET
BCR CSNK1A1 _ETV4 GATA4 GF2 MAPK1 __ INTRK2 RKCI 3B1 TMEM127 B
BIRC3 CTCF ETV5 GATA6 KBKE MAPK3 __ NTRK3 RKDC __ SH2B3 __ TMPRSS2 CL
BLM CTI ETV6 GEN1 KZF1 MAX NUP93 __ PRKN H2D1A _ TNFAIP3 CN
MPR1A__CTNNA1 ég_‘sm GID4 L10 MCL1 NUTM1___ PRSS8 HQ1 TNFRSF14 NRAS
RAF CTNNB1 2 GLI1 L7R DC1 PAK1 PTCH1 LIT2 TOP1 NRG1
BRCA1___CUL3 FANCA __ GNAT1 NHA MDM2 PAK3 TEN SLX4 TOP2A PDGFRA
8
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30 ng cfDNA
INFILH AKX 1.94 Mb
523 1E{=F, DNA D #

CNV : 59 E&F

DNA fusions : 23 B{=F

76 MSI Y1k
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TruSight™ Oncology 500 ctDNA— TJ—9270—

-— —Tam
g DRAGEN
| s—
Day 1 Day 2 Day 3 Day 4 Day 5
- cfDNA ¥ () 177Ut E Y=l A — L—F 125
§°% ¢ i i & BHE ERRH H—R/—F4
Streck/EDTA 1R cfDNA NovaSeq™6000-DRAGEN S~
BRI B+ T ER 150500 ctbNA DRAGEN

TSO500 ctDNA Analysis Software

**cfDNA Preanalytical considerations to successfully implement TSO500 ctDNA
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TruSight™ Oncology 500 ctDNA WEREME

= o= nog::;,pe Total cfDNA yield
‘*HWW 100 <30 ng
QS i 1 0 _mlﬁ Bl-=30n
*Eﬁ ZXR B %0 g
80
70
w 60
%
Minimum: 20m/! blood § so
ag 40
8ml plasma Ny
. 20
30ng cfDNA input*
10
O —_ oJ (gl e L o oo (=] [ ] —
— - — — — — — — N o
S - N mE w2 o2 og

Plasma Volume {ml})

faEh: NARBBBRRLES (M)
fHitEh: cfDNA H'30ng L E/ESNT=EIE (%)

* Check: Accurately quantification of cfDNA for use in TSO500ctDNA App note
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TruSight™ Oncology 500 ctDNA
75vkI4+—.1: NovaSeq 6000

’0
0
2x150bp ;
NovaSeq™ 6000 ZA—1z)L —

~400M
SUTILYEEYD)—F#

35,000x
depth

11

NovaSeq™ S2

4.1B
J)—K /2a—tJL
1.25Tb
output
36 Hrs
A N
8-9 Hrs
AR HT

8
samples

For Research Use Only. Not for use in diagnostic procedures.

NovaSeq™ S4

10B
)—FK /27—l
3.0Tb
output
45 Hrs
A N
22 Hrs
AT
24
samples
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2REEHT : DRAGEN TruSight™ Oncology 500 ctDNA Analysis Software

lllumina® DRAGENTM Server v3

Accelerated speed 13 ° “
TSO500 ctDNA %, 1B LA THEHT

(vs EFEDH—/IN—DIES.9H FEﬁ) ?_— fERAGEN Local DRA’GEN server v3
: \TTGGTGAGCTATGACCT
Cost effective TCATTCAAGCTATAATCG =
18 MODRAGEN (%, 308DavEa1—43—([CE& GCTCGATCGATCGRACG | ¢ storage
=M% BT EAATRE | ro——
NovaSeq Local network
6000 System

Easy to implement

RirsiEE IE LOD D=t DBS WAL AR

SR ER/NMRICNZAS=O(Z, 7F/\—a—FIZ&bmiEE/\UT

Keep data locally VhA—IVEERITIRHVYINVTT, FEITEVNERLEE (0.5%) TN
VhERIE TEARMERELFR!

BEZE 0 R M L— 51 2 — g D7 UNERIE TESNMBRELHRENY

ZiER

12 For Research Use Only. Not for use in diagnostic procedures. ||um|na”



2RERHT : Accelerated TSO 500 ctDNA pipeline powered by DRAGEN™

Non-DRAGEN™ DRAGEN™
HPC Server Reduction%

BCL Z f#a* 6 hrs 1 hrs 83%
Alignment,

Collapsing, 170 11 93%
Realignment*

Fusion calling* 10 2 80%
Variant calling* 24" 8 66%

13 *llumina data on file, 2019.  For Research Use Only. Not for use in diagnostic procedures.
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TruSight Oncology 500 ctDNA
30ng cfNA at 35,000x coverage & 4¥EE99.9995 % SV

SHTRE SHERE

Small variants 0.5% VAF > 95% > 99.9995%
Gene amplifications > 1.4 fold change > 95% > 95%
Gene deletions < 0.6 fold change > 95% > 95%
MSI high &t (2%IEH ) > 95% > 95%
Gene rearrangements 0.5% VAF > 95% > 95%
35,000x A7y TMDHotSpot VariantsDLODIZ & A9 #T B EE
cfDNA input ng 0.20% 0.40% 0.50% 0.70% 0.80% 1.00%
10 <75%
30
50
75-95%
70
100
>95%

SR EOfE

*Learn more at TruSight Oncology 500 ctDNA: Robust performance at low limit of detection App note

14 For Research Use Only. Not for use in diagnostic procedures. Ilumlna®



TruSight Oncology 500 ctDNA
SNV limit of detection (LOD) = 0.5%

100%
80%
60%
40%
20% I
i

0%
G1202R F1174L T790M L858R E746_A750 del L747_P753>S S752_1759 del Gi12C G12D Q61H Q61R

Detectiono rate

m1.00% ®=0.50% m=0.25% m0.10%

EGFR KRAS

{EVAF (variant allele frequency) @ Small variantDiRH : EZREDBEHDVAFERE DY T )LIE, 0.10% ~1.00%VAFD

FHICHIRLI=. 30 ngDcIDNASLFYRZEFERL T, TSO500 ctDNATE YT ILDS5 Replicate 4 4TLT=.

15 For Research Use Only. Not for use in diagnostic procedures. Ilumlna®



TruSight Oncology 500 ctDNA CNvV LOD >1.2 and 0.6 fold

16

Amplification

Deletion

AKT2
BRAF
BRCAZ2
CCND3
CDK®6
FGF14
FGF3
FGF4
FGFR2
MET
MYC
BRCA1
BRCA2
AR

Fold change =
(Expected)
14

1.5
1.8
1.5
1.5
1.3
2.1
1.4
1.3
1.4
1.7
0.8
0.8
0.7

MiFPOERBEHONALLDIE—HEEDEF VR E:

AET

1.4
15
15
1.4
1.5
1.5
1.6
1.2
15
15
1.8
0.8
0.8
0.8

rate

0.02
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.01
0.02
0.02
0.01
0.01
0.01

100%
100%
100%
100%
100%
100%
100%
100%
100%
100%
100%
100%
100%
100%

TSO 500 ctDNAZ{EFAL T, &=z Figig& Deletion ITEAT 2OE—HEEABRAMD Y T ILEFEMLT-. 30 ngDcfDNA

FEALT, &Y TILD5 Replicate 7 HTLELT=,

For Research Use Only. Not for use in diagnostic procedures.
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TruSight Oncology 500 ctDNA
Fusion detection at 0.5% LOD

Fusion name Expected Observed SD Detection
VAF VAF rate

FGFR2-

COL1AAL 4.1% 4.2% 0.5% 100%
ALK-NPM1 3.4% 0.7% 0.2% 100% § 23 genes MDNA fusions Z4&HH

) ALK, NTRK, ROS1, RET G &EZEL
Eill/:AITjZLl 3.4% 0.7% 0.2% 100% ’ ’ ’ FEEBT
ALK-NPM1 2.4% 0.4% 0.1% 100%
ALK-EML4 1.7% 0.5% 0.1% 100%
RET-CCDC6 1.0% 0.7% 0.1% 100%

i S b :
(F:gﬁjm 0.9% 0.4% 0.1% 100% MIFPDVAFTODNAB SR :

> 3 - 49 £
ALK-EML4 0.7% 0.2% 0.1% 100% i Ii{:ﬁﬁ]ﬁﬁ’g 0'5=‘% 4% DFEE DB
XIDNARASEEFZERALEEL=. 30 ngD

NCOA4-RET 0.5% 0.1% 0.0% 100% cfDNAAAZHERAL T, TSO 500 ctDNATEY
ALK-EML4 0.5% 0.8% 0.2% 100% > 7L D5 ReplicatesZ 534
ALK-NPM1 0.5% 0.1% 0.0% 100%
RET-CCDC6 0.2% 0.2% 0.1% 100%

17 For Research Use Only. Not for use in diagnostic procedures. Ilumlna®



70— M%& M (CHIP: clonal hematopoiesis of indeterminate potential)

P Marrow HSCs
D £

0000000000

TS RREAERE BRSO
-7 Q000000000 7a—EE
80000800008
OOOOO0O0O00

(Human
lifespan)

v
ﬂ

Liquid Biopsy IZ&kbEIFANADNDEERHEFIZIL,
W False Positive &£%5

8:32288::: Liquid BiopsyD 5 & . TEEDRTEREIZLY
OO v Bk : CH ZE&E  (Normal)

= OOCEIIEIEIIENS v/ IM3% : ctDNA & H (Tumor)

T OO HO— S MERERE | BENNE

f il Josmiedionikis Hu Y, Ulrich BC, Supplee J, et al. False-Positive Plasma Genotyping Due to Clonal
‘ Hematopoiesis. Clin Cancer Res. 2018;24(18):4437 - 4443.

Clin Cancer Res. 2018 Oct 1;24(19):4633-4642.

’ llumina

For Research Use Only. Not for use in diagnostic procedures.



MEFDHH5 TMB EH / TSO500 ctDNA

o I—T VY {EHBANERE (RefSeq CDS)
o ERHEEDIBEWLBIHIZIELA)T U (AINDRTSYIAR)
o TEIEE 0.4% LI L., 40% LLITF*
¥ & dDVariants e Coverage > 1000X**
(53F) e SNVs & Indels (MNVs (ZB&<)
e Nonsynonymous & synonymous variants
e ZZE (D COSMIC count 50 LA IEE&4+
e TET2, TP53, DNMT3A, CBL MZER (CHIP) (B4

i/ RIILYA4X o H/\LyD >1000X D £ coding region **
(53 8) o NUTURIEUH SN AL MEREE DIEL VB R 5}

*TSO500 Tissue &7 3

19
For Research Use Only. Not for use in diagnostic procedures.



TruSight Oncology 500 ctDNA : TMB
Clonal Hematopoiesis variant filtering Z{£ FALT-[EZE D #A TMB &, [BB/IEERTIZLHTMB D E L —E

FE%h: T/N TMB vs #it#h: T only TMB 58 : TN TMB vs #t#i: T only TMB CH BR=%

30~

30-

R?=0.934

20~

T Only Mutations
T Only Mutations

L = 10 20

T/N Mutations T/N Mutations

oT/N : 40 RF7 M cfDNA &/3T74—3a—k DNA #TSO 500 ctDNAIZTTRo7A4) 4

eT Only TMB CH [&Z: TET2, TP53, DNMT3A & CBL % TMB StEMNGRN T HIEITKY ., BEDODH T TILH
SOEFTETH TIN EDMEEAF £
Inurmnindg

20
For Research Use Only. Not for use in diagnostic procedures.

[llumina data on file, 2019.



Mutations per Mb

TruSight Oncology 500 ctDNA TMB & MSI OB IR

TMB*
Sample 1 2 3 4 5) 6
160
150 &
140 e
130
120
110
100
90 ﬁ ORI
80 W= “
70
60
50
40
30 WRAE o m
20 &8 .

10

AB|CID /A/IB/ICID | AIBICID |AIBICID |A/B|ICID |AB|C|D
Operator

TMBIZ., 6 DD ELAMBFH T ILD) T) 75—k
ZHEAL ANDARL—E—|Z &> T

*|llumina data on file, 2019

21 For Research Use Only. Not for use in diagnostic procedures.

80% & NH
>7)LIE TMB
< 3/Mb #rL71=

YT ILOAR
L—A2—fEDOCV
El% 15% LI

MSI Score

MSI*
e s
2lé
7’5-Ei':EI
50 A
25 1
_______E_____U___O_
1. .u '::.
N B daek
2 3 4 5 6

Operator

MSI [Z. 6 DD ELAMIBFH T ILD) T ) r—h%{E
AL.3ADARL—4—LERSTOn—TJOvkZEL-

THH

llumina



TruSight™ Oncology 500 ctDNA wELFERL

[llumina DRAGEN Server v3 PN 20040619 - JPY 4,004,000

TruSight Oncology 500 ctDNA Kit**, (48
samples 16 indexes) PN20039252 JPY2,890,000

Table 1 DRAGEN Server Hardware Specifications
Component Specification

NovaSeq Flow cell - Reagent Kit (300 cycles)

]| ' i
1 ! £ ard
i le access
ol
s
. ! - Operating system
[ { | . e
i A . )

Novaseq™ s2 Novaseq™ S4 Iil DRAGEN T e

3.3 Breads 8 B reads
1 Tb output 2.4 Th output Catalog# |DRAGEN TSO500 ctDNA Analysis |SKU Tier-| Total Gb Sample Price Pack Price
Software Options* Samples
36 Hrs runtime 45 Hrs runtime
20042100 Level 1, 1 Year License
8-9 Hrs analysis 22 Hrs analysis £/l 2D _JUEb ey
20042101 Level 2, 1Year License % 14.800 ¥20.938 ¥2 010,000
8 samples 24 samples 20042102 Level 3, 1Year License 288 44.400 ¥19271 ¥5 550,000
PN 20012860 PN 20012866 20042103 Level 4, 1Year License 480 74,000 ¥17,605 ¥8,450,000
JPY 2,442,400 JPY 5,077,100 20042104 Level 5, 1Year License 960 148,000  ¥14,375  ¥13,800,000
Novaseq Xp 4-Lane Kit 20042107 Level 8, 1 Year License 9,600 1,480,000 ¥7,157 ¥68,700,000

PN 20021665, JPY 160,100

*Assumption 154Gb per sample I I u m I n a®

For Research Use Only. Not for use in diagnostic procedures.



TruSight™ Oncology 500 ctDNA
BUTILHTI=YUD RE + ZREH Offitg

Catalog # __Name _____________________|#Est ST B Per Sample Price

20039252 TruSight Oncology 500 ctDNA Kit, ¥2,890,000 ¥60,209

20012860 NovaSeq S2 Reagent Kit (300 cycles) 8 ¥2,442,400 4 ¥305,300

20042100 DRAGEN TruSight Oncology 500 ctDNA 48 7,400 ¥1,060,000 ¥22,084
Analysis Software, Level 1, 1 Year License

¥387,593

20039252 TruSight Oncology 500 ctDNA Kit, ¥2,890,000 ¥60,209
20012866 NovaSeq S4 Reagent Kit (300 cycles) 24 ¥5,077,100 ¥211,546
20021665 NovaSeq Xp 4-Lane Kit 24 ¥160,100 ¥6,671
20042100 [A)S:I;'?SN sﬁz\?vg:t CL)e”VCecl"igi iiifi?c'\éﬁse 48 7,400 ¥1,060,000 ¥22.084
¥300,510

Catalog # __Name _____________________|#Est ST B Per Sample Price

20039252 TruSight Oncology 500 ctDNA Kit, ¥2,890,000 ¥60,200
20012866 NovaSeq S4 Reagent Kit (300 cycles) 24 ¥5,077,100 ¥211,546
20021665 NovaSeq Xp 4-Lane Kit 24 ¥160,100 ¥6,671
20042100 2?2;?5'\'52;\,8&: fg\;‘?"l’gi i%zﬁ_?c'\;ﬁse 9600 1,480,000  ¥68,700,000 ¥7,157
¥085,583
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NCI-MATCH Chooses TruSight™Oncology 500 ctDNA* for
Liquid Biopsy

KETOI7A4) 0 BRERBRITOTS L
NCI-MATCH [Z) X yRN\NA AT —R/ARILEL TR

TruSight Oncology 500 Selected to
Power Liquid Biopsy Studies KENCIZRARU Y —IZ L BAE R EHFE

lllumina to collaborate with the Frederick National Laboratory for Cancer
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“TSO 500 ctDNA offers a breadth of coverage”
— Mickey Williams Director of MoCha Lab-

“UDTFVRITA—LELBKLT, LYBLDBEEF
ZRARBENTEFT”

https://www.illumina.com/company/news-center/feature-articles/tso-500-selected-to-power-liquid-biospy-studies.html
https://www.biospace.com/article/frederick-national-laboratory-partners-with-illumina-for-clinical-validation-of-liquid-biopsies/

. llumina
*Under development, available in 2020
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LTS EILFZEAT - TSO500 ctDNA DB $hEAE ST

Biswajit Das, PhD
F{EBHZE A, Molecular Characterization Laboratory Frederick National Laboratory of Cancer
Research (MoCHA), NCI
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We observed high concordance between 150500 ctDNA™ and tissue test

https://jp.illumina.com/events/webinar/2020/Webinar-Mar04-TSO500-ctDNA-Pan-Cancer-Liquid-Biopsy-Assay.html?scid=2020-270EC2366
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