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H. pylori (-) H. pylori infection, present or past (+)

0% lyear 0.1-1.3% lyear 2.5% lyear

(primary gastric cancer) (metachronous gastric cancer)

Incidence of a next cancer

[Ushijima et al., J Gastroenterol, 41:401, 2006; Nat Rev Cancer, 6:172, 2006; Gastroenterol, 131:1647, 2006]
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[Kaneda et al., Cancer Res 64; 6410-6415, 2004] [Kaneda et al., Cancer Res., 62: 6645, 2002]
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Maekita, Clin Cancer Res, 12:989, 2006; Nakajima, CEBP,
15:2317, 2006; Nakajima, J Gastroenterol, 45:37, 2010.
Reviews in [
Ushijima, J Gastroenterol, 41:401, 2006;
Nat Rev Cancer, 6:172, 2006; Gastroenterol, 131:1647, 2006;
Ushijima, Clin Cancer Res, 18:923, 2012. - -
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[Reviewed in Ushijima, Clin Cancer Res, 18:923, 2012; Hattori and Ushijima, Genome Med, 8:10, 2016]
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Any genomic regions
Basal methylation needed unnecessary
Promoter CpG islands
microRNA Frequent Not
Gene expression Only lowly expression Even highly expressed
[Yamashita, Clin Epigenetics, 11:191, 2019]
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[Asada, GUT, 64:388, 2015; Maeda, GUT, 66:1751, 2017]
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Alcohol, betel, N H. pylori + [Yamashita et al,

and smoke ) (*+) infection ) *) PNAS, 115:1328, 2018]
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