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SAV Summary Tab DF

SAVEDSummary® 7523 3

Analysis | Imaging Summary

Cycle Status
Extracted: 152

Run Summary

Level
Read 1
Read 2
Mon-Indexed Total

Total

Read 1

Lane Tiles

38

Read 2

Lane Tiles

38
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Summary Tab

Called: 152 Scored: 152 Error Rated: 151
Yield Total Projected Total Yield] Aligned | Error Rate Intensity o »= Q30
(G) (8) (%) (%) Cycle1
250 250 99 45 0.19 411 96.78
2.50 2.50 a7.74 0.28 434 94 .65
499 4.99 98.59 0.23 422 9572
4.99 4.99 98.59 0.23 427 95.72
Density Cluster PF dacy Phasing/Prephasing Phasing Prep
(Kimm2) (%) Rate slopeloffset slopd
1563 + 22 8928 +1.48 0.130/0.059 NaN / NaN MNaN /I
Density Cluster PF Legacy Phasing/Prephasing Phasing Prep
(Kimm2) (%) Rate slopeloffset slopi
1563 + 22 8928+ 148 | 0157/0063 MNaM / NaN MaMN / 1

1 Aligned (%)
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2 | Density (K/mm?2)
- BEEBEDHRE) SR 2 —BEICHEBANNERT S
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- FilterZ/NRA L=V 5R4— (BIEDEWLNI F42—)
DEHA+2ICEVHIERT S
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Overview Guide
Introduction 3
Optimal Cluster Density 4
Common Clustering Issues and Prevention 5
Diagnosing Suboptimal Clustering (Patterned Flow Cellis) 8
Diagnosing Suboptimal Clustering (Nonpatterned Flow Cells) 9
Technical Assistance 15
Document # 1000000071511 vOO ILLUMINA PROPRIETARY
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https://jp.support.illumina.com/downloads/cluster-optimization-overview-quide-1000000071511 .html
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lllumina Support Center

Search Support Center

More v SUPPORT HOME

SUPPORT RESOURCES #12 Documentation FAQs Compatible Products Reagent Kits  Software Downloads  Training  Troubleshooting  Bulletins

MiSeq System

Support Resources

n

—d
Support Center:
MiSeq Support

—

Novaseq 600 DOCumMentation Software Downloads Product Information
MiSeq System Guide for Local Run Manager MiSeq Software Updater Technical Bulletins
MiSeq System Denature and Dilute Libraries MiSeq Reporter Installer Specifications
Guide
|

Proactive Instrument Monitoring

Cluster Optimization Overview Guide
Services and Warranties

Regulatory and Quality Information

https://jp.support.illumina.com/
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Library quantification and quality control quick reference guide

Library quantification and quality control quick reference guide https://jp.support.illumina.com/bulletins/2016/05/
_ _ library-quantification-and-quality-control-quick-
Accurate quantification and proper quality check of next-generation sequencing libraries is key to a successful sequencing run. i .

Different methods for quantification and quality control are recommended depending on the sequencing library kit being used. In refe rence—q u |de ) html?lanqsel:/l p/

this bulletin, we summarize the library quantification and quality control metheds for libraries prepared with all current lllumina
kits. Use the methods listed in the tables to validate the final library before sequencing.

DNA Kits — Research Use Only

Kits Quantification Quality Control
TruSeq Nano DNA Fluorometric Method or gPCR BioAnalyzer or Fragment Analyzer
TruSeq PCR Free qPCR BioAnalyzer or Fragment Analyzer
Nextera DNA Flex Fluorometric Method (QuBit/PicoGreen) BioAnalyzer or Fragment Analyzer

BioAnalyzer (Needed when using Fluorometric
Fluorometric Method or Bead-based

Nextera XT R Method; Optional when using Bead-based
Normalization

Normalization)

Support Bulletins nhttps://ip.support.illumina.com/bulletins.html?langsel=/ip/

- Cluster Density Specifications for lllumina Sequencing Platforms

- Considerations when migrating non-lllumina libraries between
sequencing platforms

- Cluster density considerations when migrating Illlumina libraries between
sequencing platforms

lllumina Sequencing Analysis Viewer (SAV) DHA K&A VR b—F5—

https://jp.support.illumina.com/sequencing/sequencing software/sequencing analysis viewer sav.html?langsel=/ip/
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