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lllumina Stranded mRNA/total RNA D7D —% 70—
lllumina Stranded mRNA/total RNA D& &
lllumina RNA Prep with Enrichment @7 —% 70—
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v MEUVDRIIC

N REVEL?

/BONBRNADELHIX?
EDRNATEICEBRA H 5 HN?

(MRNA? IncRNA? miRNA? )

BHTOBEMIE?

(B RBEBIT? FS XD ) T F—LEHFT?)
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RNADEEERIET 554 T35 ) —HRHEE

rRNA

rRNALLS}Y D RNA

- Coding RNA (MRNA)

- Non-coding RNA (IncRNA, tRNA, miRNA%Z)

Total RNAY > )L

mRNA-seq 54 75 1) —FRH

- poly-A tailZ¥ > 7=mRNAZ%oligo
dTE—XCHEH

- 4E L1=RNAIZFT]

small RNA-seq 54 75 ) —iR&

= Mmi &
MIRNAZ Dsmall RNABTRE Total RNA-seq 54 75 ) —5Hl

- rRNAZ 7O0—JZHANTKRE
4—4w F RNA-seq 54751 —HHR - BEDENEDO A IZH IS
- INRJLIZIS CTHRA E FL& I i FA el RE - hFEE(CHIE LI=RNAL T
#l) Exome panelZ#fEHL. $EL 7=
RNA/FFPE*EH3ERNAM 5 RNA-seq

* FFPE: formalin-fixed paraffin-embedded (7R/L< 1) VEE/ NS 7 14 L E1E)
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RNA-seq 54 75 ) —fRE+vy k

TruSeqg RNA Library Prep Kit v2 100-1000 ~10.5 B[ Single: 24
Single: 24
100-1000 v 10.5 B5fd] CD, UD: 96

TruSeq Stranded mRNA kit

|IIumina Stranded mRNA _
*rept, Ligation 25-1000 v ~7 BFE UD: 384

Single: 24
v v 11.5 B5fE CD. UD: 96

*Illumina Stranded _
otal RNA Prep, Ligation 1-1000 > v 7 BFE  UD: 384

TruSeq Stranded total RNA kit 100-1000

TruSeq RNA Exome 10-20 ~2 H Single: 24

[llumina RNA Prep with _
nrichment (L) Tagmentation 10=100 v 9 Kl UD: 384

E;JSeq Small RNA Library Prep 1000 1B Single: 24




a2 [llumina RNA S 1) — X D45

{EEBSRE D 4E T
WEA Ty MK

384 Unique Dual (UD) indexIZxt s
¥ Index PCROD7 U Ah—BADFITAHIEFY MTK->TELES

lllumina Stranded mRNA/Total RNA Prep lllumina RNA Prep with Enrichment
= Ligation (SA4 55— 3 ) = Tagmentation (T *TF—3 )
T w’ V \/
- Ty, N N
\ J L y—
f \ I _—
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RNA-Seq DB ERETHA > £+ <vz2om)

HoTILHT=YD

EegaE NURIVTr—LEHR FFPE<,
AR MRRE
50-75bp x2
75bp~
S0-75bp X1 )xyFo b L DfRAT. 125bp x2
. MEBEF(PELE).
HSEFRBRE gmept-yiaE—UTOEET. FIRFR.
ﬁ**ﬁ~ ncRNA.
| | |
1000A 25008 50008 1= 2{2....
D E B ()—F%k)
BB FRIEGH: FSURO) TR D IEREL R :
mRNA-seq: 1,0005)—FE mRNA-seq: 2,500 1)—Fx2LL E
Total RNA-seq: 2500/5")—FLLE Total RNA-seq: 5,00081)—Fx2Ll E

Considerations for RNA-Seq read length and coverage:
https://ip.support.illumina.com/bulletins/2017/04/considerations-for-rna-seq-read-length-and-coverage-.html
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BAREVIES—:
RNA-SeqZIZLH K S5 1)—X (2018)

IR T
SETEAE

Ri e [EEETHA Ui - h 5RNA-SeqZ iR D HI1Z- ]
5 b{ https://jp.illumina.com/events/webinar/2018/webinar-180131-j.html
FhLfse TSNS

RUASsIEIZC 0533475 )il {54 77 I _'ﬂiz%ﬁ %@.*—J’( 9&&& LGS A 735 1) _EFJ%]

BHIRRLENSS Y

- TruSeq Stranded mRNA/Total RNA kit® Z#29

P ' https://ip.illumina.com/events/webinar/2018/webinar-180228-|.html|

- FHE Sillumina RNA Prep kitsh¥) ) —XEhFE LT

I (KBDOEF—TZHBNLET)
Came | BB OHTOFTEALR, 459 FEALN-HEY
pomsrnEReRS 1) sy G B R ARHT)
£ https://ip.illumina.com/events/webinar/2018/webinar-180328-j.html
: ;‘ - BSSH RNA-Seq Alignment AppZ%: £ D Z#
Y " NgEY. % wm) | HIBSSH App, DRAGEN RNA Pipeline app#$t 1) —

AESNZFELE (20215289 = EF—BRETFE)
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lllumina Stranded mMRNA Prep Ligation

DT —% 7 A— (@~®IEmRNA & Total RNA T

{r’i“?‘?“?‘i‘?‘i‘ . J

O MRNARRERTHAE

(A 11 &8 & & A A 3 38 A U & A I
a1 A & O O T T & 8 F & 6 1
First strand cDNA

@ 9L TF3AY—2FAVTcDNAER

—n

@ 2nd StrandO&E e BE L

p\ cDNA Insert :
\ . e e £\
A et L A S LA Ll A NP

.‘P

@ A-Tailofthl

For Research Use Only. Not for use in diagnostic procedures.
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L L A LU SR L8 1 L LU B 1 (4 34 3 J A
i A (& L1 o) L C & A 5 1% 3 e,

-+
T

P)

®)

L L A L S0 BL 1 1 L A T &8 88 1 |
L A L1 & L L0 8 & B L8 A L L A |

\

® 7

— (UD index®EZHCH) D315 —->3>

/PS index2

\—

~

L1 A L S8 BL 1 1 L A 1 £8 88 1 |
LA L1 &8 L L0 8 & B LF A L & A |

|
index1l P7

LU A L S0 BL 1 1 L0 A 1 &8 &8 1 |
LA T I8 L 0L A A U8 T A & (0 A |

—/

®

UD index TPCR (FPATA—EA>TYIRD
00, BLUS14T3U—-0iENE)
llumina



lllumina Stranded mRNA ) HE 2 {5 5
5475 )—fRARHAESRSMOTYIR

5475 ) —REHE

hE3AJTES Bas 7 L ARST{H %
20040532 [llumina Stranded mMRNA Prep, Ligation (16 Samples) 128,200M
20040534 [llumina Stranded mMRNA Prep, Ligation (96 Samples) 676,500M

ATy XXy k (10 bp MUnique Dual (UD) Index)

HhEOJTES Blas 7 L AR ST
20040553 IDT for lllumina® RNA UD Indexes Set A, Ligation 107,600H
(96 Indexes, 96 Samples)
20040554 IDT for lllumina® RNA UD Indexes Set B, Ligation 107,600H
(96 Indexes, 96 Samples)
* IDT for lllumina® RNA UD Indexes Set C, Ligation *
(96 Indexes, 96 Samples)
* IDT for lllumina® RNA UD Indexes Set D, Ligation *
(96 Indexes, 96 Samples)
* i B BRERAIE T 2020F 11 A DR ELTYFT

12 For Research Use Only. Not for use in diagnostic procedures. Ilum|naT
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lllumina Stranded mRNA
4 > v FRNAD#E(E

-RNAJE.‘:I:'.( BEEDF Y FEEULA, DNaselLEBEZEH S

(EEICEET H1=0)

- Agilent 2100 Bioanalyzer. ¥ L IERIFHZHEA L. RNAD S EE =R

RIN* 2 8

* RIN (RNA Integrity Number) = RNAZ 2 EE D 1542

- Qubit, B LLIZRAFERZFEAL. RNADEEZAE

1~40 ng/pl MTotal RNA 25 pl AAAE (Total 25~1000 ng)

« |
|

4 RPN
!

(f51) RIN = 8D Total RNA® Bioanalyzer T® ik # K]

For Research Use Only. Not for use in diagnostic procedures.
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lllumina Stranded mRNA
Step 1 : MRNADFEHR EBHIED ( ‘ J

LD HYUTILEE—XZFRE
Total RNA (1~40 ng/ul) 25 pl
RNA purification Beads (RPBX) ~. 25 ul
Total 50 pl

7045 .L% : mRNA_CAP (Lid ;EE : 100°C) E—XEFEHFICERICEL
65°C, 5% vortex T+ I %k&Ed 5
4°C, 30F»
23°C, 5%
23°C, hold

Y e
2 %Txry FRE Y FT205E L%ﬁ£‘< E—XIZmRNADES LT
o B IR o L\éd)"cs\ t_x%@”i

(3) 100 ul BeadsWashBuffer (BWB)Z/MA., E—XD#+ v a1 & T LEEZRKRE,

(4) E— X225 yl Elution Buffer (ELB)Z MDA 5, ~ e 3 —
7045 .,%4 : mRNA_ELT (Lid ;8 : 100°C) <?:: Eﬂﬁgézéiig ¥

80°C, 2
25°C, hold
14 For Research Use Only. Not for use in diagnostic procedures. Ilum| na‘




lllumina Stranded mRNA
Step 1 : MRNADFFHE LT/ {E® (.,,,,,,. ‘ J

(5) (4)I1225 ul Beads Binding Buffer (BBB)Z M1 & %,
""';‘E VAN = %o
Em TS AHE 1EEDwashTlREEhiEMo1=

6) T Hy FREY RIZEBE, 5 HBE, LEkE, Lr2 V7Y RNAZRE

(7) 100 Wl BWB#MA. E—X#4 v aZxiTOWEFZERE,

(8) E—XI[ZFragmentation Master MixZ19.5 uiNzBEE L. EE T2 H#E

y T . A B RF . Y
704y S;égZS./Ii)EN%_S (Lid ;B £ : 100°C) Fragmentation Master Mix (1x)
4°C h | é’ Nuclease-free ultrapure water 10.5 pl
1O EPH3 10.5 ul
2{Ti DG A A > & D Total 21.0
B = CTRNAZET A1t

O%T#y FRE Y KBS, 268, L1 WER, = DTN

—9 {[ZStep 2 : First Strand cDNAS BE~NED

15 For Research Use Only. Not for use in diagnostic procedures. Ilum| na‘



lllumina Stranded mMRNA/Total RNA

Step 2 : First Strand cDNA&

(1) SteplTHEH - ML T NT=RNA 17 pllZ,

16

First Strand Synthesis Master Mix% [ - J
Ul MA S (RIGEDILEX25 ) , t strand cON/

First Strand Synthesis Master Mix (1x)
First Strand Synthesis Act D Mix (FSA) 9 ul
Reverse Transcriptase (RVT) 1yl
Total 10 ul

70495 .L% : FSS (Lid;BE : 100°C)
25°C, 10 %
42°C, 15 %>
70°C, 15 &
4°C, hold

—9 {'IZStep 3 : Second Strand cDNAS BANED

For Research Use Only. Not for use in diagnostic procedures. Ilum| naf



lllumina Stranded mRNA/Total RNA
Step 3 : Second Strand cDNA& R

(2) Step 20 K&K 25 pl IZSecond Strand > ]
Marking Mix (SMM) %25 ul 1A % e TE
(RIGERDBEIFS0 Ul )

707935 L% : SSS (Lid REE : 40°C) LidD/REIZER ! 100°CTIE
16°C, 605 = S msrmaLcLzney

16°C, hold

J/

< E—XIXERFICERICEL
vortexT+ a2 &9 5

(3) 90 pl AMPure XP#NIZ . &,

(4) 19.5 pl Resuspention Buffer (RSB)ZMMZ.. A,

(5) 17.5 ul ® EF#MEIR,
SAFE STOPPING POINT

-20°CTC7HREE CHREFAEE

17 For Research Use Only. Not for use in diagnostic procedures. Ilum| na‘



lllumina Stranded mRNA/Total RNA
Step 4 : 3’ KIDT T=IL{E

(1) Step 3D ZAFH cDNA17.5 pl [Z, @  CONAlnsert .
A-Tailing Mix (ATL) %125l & %, 3

A s e .

7045 L% : SSS (Lid ;2 : 100°C)

37°C, 30 &
¢ N\

chchgﬁj < ACETTFMoT5TL— FERYH L
| BRELTRORT v FIZH#D

T CISStep5: PUH—F4 75— a o~ED

18 For Research Use Only. Not for use in diagnostic procedures. Ilum|naT



lllumina Stranded mMRNA/Total RNA
Step5: FYoh—34 45—y

(1) StepSD K&K (30 W) 2., FTEEDRAEXIEHICMZ 5,

ABZ—F+DA4 2Ty FRNAZ +
<100 ng _ >100 ng
(D Resuspension buffer (RSB) 2.5 ul - .
1 @ RNA Index Anchors 2.5 ul 5.0 pl
3 Ligation Mix (LIGX) <~ 2.5yl 2.5 yl
Total 37.5 l 37.5 l
NN | e Ao - HgZn7L—+ 9N
FAISLE : LG (Lid R : 100°C) - RYTLISALT U H—HBA-TNS
) 7] . o —
4°C. hold -1V TNIZDE, 19 )LEFEHA
(2) 5 pl Stop Ligation Buffer (STL)Z M0 X . }iﬁtﬂ%ﬂ:\
ERIIZ-20°CHh B ERY H L.
(3) 34 ul AMPure XP# % . &L, FER®%ZIET <IZ-20CIZET

(4) 22 ul Resuspention BufferZz il X A, 20 pl @ _E:EFZ B,

SAFE STOPPING POINT
-20°CT7HME CHREFREE

19 For Research Use Only. Not for use in diagnostic procedures. Ilum| na‘




lllumina Stranded mRNA/Total RNA
Step6: FHTE2—M&S 4 T3 ) —BiEmTmy

(1) Step ADRIGK (20 pl) 12, TEEDHEZIBEFIZMZ 5,

@ Adapter Mix (UDPOXXX)
2 Enhanced PCR Mix (EPM)

10 pl oot
20

L S
Indax1 P7

Total

-_—
W W o

50 pl

- BROTL— I
A TIIZDOE1DIILEEA

- Index 1 & Index 2 Mpremix

704544 : PCR (Lid;&FE : 100°C)

98°C, 30 B
] XA 5L <}:

98°C, 10 #
60°C, 30 #

72°C, 30 ¥

427y FRNAZIZIE L THA VLB EIRTE,
- 1~10 ng (total RNA workflow) : X=15*

- 25 ng (MRNA workflow) : X=15

- 100 ng : X=13* (*FFPE/bacteriaEE%EJ
- 1000 ng : X=10* DiZFE. +2cycles

72°C,5 »

4°C, hold

SAFE STOPPING POINT : -20°CIz# L. 7THE* CHR7EFTEE

(2) 50 pl AMPure XP#HDZ . &8,

(3) 19.5 Y RSBZMAAH, 17.5ul O LEFZEEIL,

20 For Research Use Only. Not for use in diagnostic procedures.
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-20°C T30 £ THREFTEE
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54 T51)—QC

<YA XHR>
1 pl#% Agilent 2100 Bioanalyzer DNA 1000 KitT % %

llumina Stranded mMRNA
E#K : ~300 - 400 bp

[llumina Stranded Total RNA
K ~375-475 bp

<EE>
2 ul ZQubit dSDNA BR Assay Kit TE=Z (QPCRE= 1 1])

For Research Use Only. Not for use in diagnostic procedures.

llumina



lllumina Stranded Total RNA Prep®7J—4% 70—
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. =
Ribo-Zero 85O} iHE
- haOdES ENIORISY b ErSbay | ERBYOEY | WY | NOTUT
— (Yo T L) #BIE rRNA K1) 7 rRNA EEEY rRNA rRNA

TruSeq Stranded 20020596 (48)

(D RN, 20020597 (96 v
Human/Mouse/Rat (96)
TruSeq Stranded 20020598 (48) y y
total RNA, Gold 20020599 (96)
TruSeq Stranded 20020612 (48) y y y
total RNA, Globin 20020613 (96)
TruSeq Stranded 20020610 (48) y
total RNA, Plant 20020611 (96)
TruSeq Stranded -
totahRNA, Bacteria e v
W lllumina
20040525 (16
Stranded Total RNA (16) v v v v

Prep, Ligation with 20040529 (96)
Ribo-Zero Plus

23 For Research Use Only. Not for use in diagnostic procedures. Ilum|naT



lllumina Stranded Total RNAD W EXE{EH & -
5475 )—fRARHAESRMOTYIR

5473 —ABEE

Total RNA

hE3AJTES Bas 7 L ARST{H %
20040525 [llumina Stranded Total RNA Prep, Ligation with Ribo-Zero Plus 263,900MH
(16 Samples)
20040529 [llumina Stranded Total RNA Prep, Ligation with Ribo-Zero Plus 1,414,500
(96 Samples)
42Ty HYRXEX Y k (10 bp DUnique Dual (UD) Index)
hEnJES s 7 L AR S {ilAg
20040553 IDT for lllumina® RNA UD Indexes Set A, Ligation 107,600M
(96 Indexes, 96 Samples)
20040554 IDT for lllumina® RNA UD Indexes Set B, Ligation 107,600M
(96 Indexes, 96 Samples)
* IDT for lllumina® RNA UD Indexes Set C, Ligation *
(96 Indexes, 96 Samples)
* IDT for lllumina® RNA UD Indexes Set D, Ligation *
(96 Indexes, 96 Samples)
* 3 B RS RA T 5E 2020F 11 A ELY FET

For Research Use Only. Not for use in diagnostic procedures.
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lllumina Stranded Total RNA
A4 27w FRNAD#E(E

RNAHIZHEED T v FEAEULVA, DNaselLEBEFES8H 5,
(BEIZEET BI-6., £1-. BEDNAIXSA ITSU—{tEshTLZES, )

- Agilent 2100 Bioanalyzer, ¥ L IZRIZEFSZERA L. RNAD D EE = iR
(A) BRERNA : RIN*29
(B) PfED &HBHRNA, % L £ [XFFPEH¥ERNA : DV20o** 2 55%

* RIN (RNA Integrity Number) = RNA% 2 E D 51E

** DV2oo = 200 I8 ELLED RNA S5 A FODOHE }'

/|
- | \
104
10 \
J_'l' \v’\/ \\
S S —
pe———T

\ &0 L )
3 20 1000 40 f]

- Qubit, £ LLIERAFERZFEAL. RNAOEE (B) MI: RIN 2.9 DV200 = 55
0.9~9.1 ng/ul MTotal RNA 11 pl M5 D R4 — FH3HESE (10~100 ng)
(A) 1~1000 ng & /] (0.09~91 ng/ul)
(B) 10~100 ng HAibZA

For Research Use Only. Not for use in diagnostic procedures. Ilum| na"



lllumina Stranded Total RNA Prep Ligation

with Ribo-Zero Plus W7 —% 7 A—

~

- — J
© URY—LRNADBRZEERNADRT AL,

=

First strand cDNA

A NTS5AY—%2FWTCDNASEK

dl

T
S
= I P'

2nd StrandD& Rk EY > EEAL,

— cDNATnsert
LA O O 6 1T 1T C A T & 6 7§ A

A ?--'I«I--'.-xmu.‘-.-..."'

A-TailOft0

S YO O\«
)

N
()]

Total RNA

4 @) )

"\--.--.'-v---..uvc-.- A
1A SR . 5

(P)
\+ T

N
'\P/I

\ L L A L S0 BL 1 1 L A T &8 88 1 | ’
LA L 88 L L0 & & B L0 A L & A | /

-
§ 727 (UD indexDRBRS) 051-3

For Research Use Only. Not for use in diagnostic procedures.

P5 index2 \
]
LT A SR T T X T & 8% Y1 ’
’ AU C T X AN AT A
indexl P7
| LT A S O T 1T A T 0 &8 7 | I
\_ L ATOACC AA 0T ALE S A _/

® UD index TPCR (ZATH—EA>TYIZAD
0. BLUS1T3U—niER)
llumina



Ribo-Zero Plus®7J—% 7 AQ—

Total RNA

— E—XnfbhYIc, BRREEANSZ LT,
— 1 D2DF 21— THTHRRNADRENTEHE,
— OXWNGEWN=8H, PEDRNANLEREDT—
© DNATO-J0#EE 2HELND,
W% Aligned m% Duplicates % Abundance
100 ng 10ng ing
""" e__ 100% — | '
------ q 80% —|
@ JO-ThHEEUERNAZEZZR TH R § ==
‘ X 40%
20% —
0% —

® DNAJO-JDBRE

Data Sheet :
lllumina Stranded Total RNA Prep, Ligation with Ribo-Zero™ Plus
Microbial RNA sequencing enabled with the lllumina Ribo-Zero™ Plus rRNA Depletion Kit
27 For Research Use Only. Not for use in diagnostic procedures. |”Um|nat



https://www.illumina.com/content/dam/illumina-marketing/apac/japan/documents/pdf/products/datasheets/illumina-stranded-total-rna-data-sheet-470-2020-003-jpn.pdf
https://jp.illumina.com/content/dam/illumina-marketing/documents/products/technotes/ribo-zero-plus-data-concordance-tech-note-1270-2020-003.pdf

lllumina Stranded Total RNA
Step 1 : rRNADBKRE EBFIED

(1) 11 uld Total RNA (O.9|~9.1 ng/ul ) [ZHybridize Probe Master Mix Z4 ulilz %,

EmERNADIFE: 0.09~91 ng/pl Hybridize Probe Master Mix (1x)

@ Depletion Probe Buffer (DB1) 3.6

== | | @Depletion Probe Pool (DP1) 1.2 ul

Total 4.8 ul

70455 .L4% : HYB_DP1 (Lid iR : 100°C) H—~< LY —% 5 —Dramping

95°C, 253 DEIBERE.
| 0.1°C/secT37CETTITH < o< Y LBEETIFSE &M

37°C, hold N TYEA RIEE !

(2)(1) D RFE#&RIZ rRNA Depletion Master Mix Z 5yl 992M0% %,
7045 .,% : RNA DEP (Lid ;EE : 100°C)

37°C, 155 rRNA Depletion Master Mix (1x)
4°C, hold RNA Depletion Buffer (RDB) 4.8
= RNA Depletion Enzyme (RDE) 1.2 pl

¢ Total 6.0 pl

28 For Research Use Only. Not for use in diagnostic procedures. Ilum| na"



lllumina Stranded Total RNA
Step 1 : rRNADBRZE EEF{ED

(3) ()M = I&i&IZ Probe Removal Master Mix % 10 ul ¥ 20% %,
JA45 L% : PRB_REM (Lid;RFE : 100°C)

37°C, 155
70°C, 15% Probe Removal Master Mix (1x)
4°C, hold @®Probe Removal Buffer (PRB) 7.7 pl
@Probe Removal Enzyme (PRE) 3.3 l
[ ] Total 11.0 pl

(4) 60 ul RNAClean XP&E A . FEH,

(5) 10.5 pl Elution buffer (ELB)Z N ZiatH., 8.5 pl M L& Z AU,

(6) 8.5 pl Elute, Prime, Fragment High Mix (EPH3) MMz %, 2 DA 74 2 £ ED
7045 .44 : DEN_RNA (LidRE : 100°C) EZ= TRNAZE AL
94°C, 2 &
4°C, hold

|—>T (*I:StepZ : CDNA‘%’E‘Z’\;}E@ (16/{_:/’)* |

*Step 2M 5 [, lllumina Stranded MRNAE B TIT DT, KERP.16-21F ZE L FZ &L

29 For Research Use Only. Not for use in diagnostic procedures. Ilum| na‘



I%um }ij_;\a Stranded mRNA/Total RNA S4 751 —®
Y/ 1)

For Research Use Only. Not for use in diagnostic procedures. IlumlnaT




TruSeq Stranded RNA

Ribo Zero depletion
E—X BER

TET2—mno—- 70—

DA T v RABIEEDT
BIR—%S5A =3
@mmim D E S TPCR

TEAOELEER BIFL—Y—HME(T)

lllumina Stranded RNA

TET2—0DES|

TruSeqg% |HNextera®

D7 h—%S5SA45—>ay
QAT RABRIEELT
4 73 —TPCR

WEEER AMPure XP E—X #5540 A TR/
Al5E Y FUMSfE s oxaiR—2 30159 54>
(SuperScript II) (RVT) R : 154 243~
PCROY A U IL#
Eld ATy FDEIZILTEZRD
(15 cycles) (10~15 cycles)
31 For Research Use Only. Not for use in diagnostic procedures. Ilum| na"
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Illumina Stranded RNA DFER :

TETRI—FBTAT—2 3053475
— DB A, TA 45— 3 TR

T AHE=HAY— R ETATR2—DREIZ

T-A—IN—N\V T HFE,

ZMND1=6. Read 1. &L URead 20D 115H

BIZTHAREEN S,

g T «— Read 2
| T AC SR TITITCATO G 1| I
I R A A R Y A I

Read 1=—>T «===>

=Q30

% >

1 1

0 50 100 150
Cycle

Read 1. Read 201454

27 JLE TQ30MET I %A
T URIRICIZEZEL LY,

For Research Use Only. Not for use in diagnostic procedures. Ilum| na"



lllumina Stranded RNA D& A -
HEEBDTD ') LFi% : bel2fastq2, MSR, LRM

Bcl2fastg2, MiSeq Reporter (MSR) D154 [Settings]

HUTILO—MMIEDEREZMA S
ReadlStartFromCycle,2

GE) o IL)— KDigEIFRead1D & Read2StartFromCycle,2

Local Run Manager (LRM) D155 . Module-specific Settingsh 5 .
Advanced module settingsz=Fl&. TEEDHEZMA S

Module-Specific Settings

© No module-specific settings available for the selected Library Prep Kit.

Show advanced module settings...(—®

@ [ Read1StartFromCycle 2

Read23tartFromCycle 2

+ Add custom setting (—@ (/I) 3/_*/7“)[, 1) — Fd)i%‘%liReadw)cﬁ
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lllumina Stranded RNA DEE A -
HEEBEDTD k') LK% BCL Convert, FASTQ Toolkit

BCL Convert D&, YT
>—FE5>®£EIWCT
TEEDA T a>EMAD

(f5) 76+10+10+76 A4 VLD F >

[BCLConvert_Settings]
OverrideCycles,N1Y75;110;110;N1Y75

(51) 101+10+10+101L H A Z LD S >

[BCLConvert_Settings]
OverrideCycles,N1Y100;110;110;N1Y100

(;¥) Sample Sheet V1 {#ER3T 5158 I1E

[BCLConvert_Settings] % [Settings] ICZE &

FASTQAERZIZ M) LT HimE.
BaseSpace Sequence Hub (BSSH) )

FASTQ Toolkit Z{# FH

Base Trimming

Trim reads from the 3-end to this length

Al FASTQ Toolkit v2.2.(
AC ol

Trim reods ot the 5-end by n positions

1

Trim reads at the 3-end by n positions
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lllumina Stranded mRNA/Total RNA Prep®
FEH

FrERMAAH7ERICERE. V24 > 7y b, 384 UD indexIZ
%t fits

MRNA Prepl¥oligo-dTE—XIZ & AZmRNADER., Total
RNA Prepld 7 A—TJ L BERRIGIZE ArRNADKREN S X
22— kL. cDNAGRLEDD—9 J0—([3X&

54 T53)—ERIE. Poh—D53445—a> &, UD
indexZHAUL\=PCRIZ& Y FTS

IBEBICT-A—N—NVITRREENLSDT, FIVRIZFI LA
119
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lllumina RNA Prep with Enrichment®
J7—45 70—
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lllumina RNA Prep with Enrichment
(L) Tagmentation M —4 J 00—

@ cDNASBK

Ervicterent Bead-Lirkea
Trarsigoscrme (1)

DHA-#BLT compees

‘ Tagenant with eOLT

\_

- RIS - §
DA

J

(i) cDNADKTFALEIT A T—23>

v

lndex?hiieao 1 Sequencing Primer (Rd1 SP)

ner (Rd2 SP| Index1
p7

PCRICLDA>TWIRTH TH—DATNN

f———

)
J

(
= Pooled Sample Library i
‘ Addf botinylated probe panael
\ -_— —

> Ci) NRNTO-TOINATVFI(E -3
T,

> ]

® E-XIC&kBTO-THEEIT1T3)-DiElE

[Enriched and Indexed Library Ready for Sequencing ]

@ PCRICKDIEHETAT ) —DiENE

IM1IIV-DFE. T-)b
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lllumina RNA Prep with Enrichment :
4TS5 ) —fREEEFS T I XENRRIL

475 —RBHE

hARJTES B4 7 L AR SEiiAE
20040536 [llumina RNA Prep with Enrichment, (L) Tagmentation (16 Samples) 461,200H
20040537 [llumina RNA Prep with Enrichment, (L) Tagmentation (96 Samples) 1,768,100
ATy HY XXy k(10 bp DUnique Dual (UD) 4 T v 9 X)
HhEOJT&ES Blas 7 L ARSTmAE
20027213 IDT for lllumina - DNA/RNA UD Indexes Set A, Tagmentation (96 107,600M
Indexes, 96 Samples)
20027214 IDT for lllumina - DNA/RNA UD Indexes Set B, Tagmentation (96 107,600
Indexes, 96 Samples)
* IDT for lllumina - DNA/RNA UD Indexes Set C, Tagmentation *

* IDT for lllumina - DNA/RNA UD Indexes Set D, Tagmentation *
AUITRRI (AILEFTRIEShTOS/SRILITTRO2HE) * 3 B AR 5ER e F 3
hE3RnJTES Bla4 7 L AR el
20020183 Exome Panel (45 Mb) (32 reactions) 275,400H
20044311 Respiratory Virus Oligos Panel V2 (32 reactions) 92,300H

2020F 11 AW ELYFET

For Research Use Only. Not for use in diagnostic procedures.
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lllumina RNA Prep with Enrichment
14 27y FRNAD (R

RNAHIHEICHEED X v MEXAE WA, DNaselLEBEZE8H 5,
(EEICFEET H1=6, )

- Agilent 2100 Bioanalyzer, £ L [ZRIFHRZFERA L. RNAD S EE R
(A) fresh/frozen BREHFERNA : DV2oo 2 80%
(B) FFPE #&{&H3%ERNA : DV200 2 36.5%

*DV200 =200 IEELIED RNA 7S5 A DS

- Qubit, ¥ LLFXRAFERZHEAL. RNAOEE
(A) 1.2~11.8 ng/ul MTotal RNA 8.5 pl AS%HE (10~100 ng)
(B) 2.4~11.8 ng/ul MTotal RNA 8.5 pl AS%HE (20~100 ng)
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lllumina RNA Prep with Enrichment
Step 1 : RNADETF{E & cDNAERD

(1) RNALEHP3%#RA

Total RNA (1.2~11.8 ng/ul) 8.5 ul

Elute, Prime, Fragment High Mix (EPH3) 8.5 ul

Total 17 ul
7075 L% : DEN_RNA (LidRE : 100C) | ompieo 4> & 50

9? C,2%5 [ = — ] = TRNAZET 1t

4°C, hold = =

(2) (D)DK I®L7 Wiz, First Strand Synthesis Master MixZ8 ulZi1&x %,
70495 L% : FSS (Lid iRE : 100°C)

25°C, 10 »

42°C, 15 4 First Strand Synthesis Master Mix (1 x)

70°C, 15 % First Strand Synthesis Act D Mix (FSA) 9 ul

4°C, hold [ e e e J Reverse Transcriptase (RVT) 1 ul
Total 10 pl
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lllumina RNA Prep with Enrichment
Step 1 : RNADETF{k & cDNAB @

p‘ N
(3) (2)M —ZA$HcDNAIZSecond Strand Marking Mix (SMM) % [ : A ® |
25Ul 0% %,
PO A S - ° LidOD;REIZERE ! 100°CTIX
H : ;E = S 9
IRTENE 558 (AR 1400 ¢ BENEE L CLENET,
16°C, hold

< E—XIXERRICERIZEL
vortex C+nIZ%&Ed 5

(4) 90 pl AMPure XPZE A . fRE,

(5) 19.5 pl Resuspention Buffer (RSB)Z#/NZ . A,

(6) 17.5 ul @ EF#MEIR,

SAFE STOPPING POINT
-20°C 7B ZE CTHREFEREE

41 For Research Use Only. Not for use in diagnostic procedures. Ilum| na‘



lllumina RNA Prep with Enrichment

. > ., = N 2N
(1) Stepl® E;&17.5 pl IZTagmentation Master Mix % — - e
325l MMZ %, e
" J
70745 L% : TAG program . .
77 %(Lid :E'F"E' ?OO°C) Tagmentation Master Mix (1x)
. ﬁj\"m" ' Tagmentation Buffer 1 (TB1) 11.5 yl
1000’ hold Enrichment Bead-Linked Transposomes (EBLTL) 11.5 ul
’ Nuclease-free ultrapure water 14.5 yl

(3) Stop Tagment Buffer 2 (ST2) 10 ulZEFHmML., FL— Mo —)L% L TE# (2200 rpm, 15)
L/1;1£ EIDII. \E < o

(4) Ty FREZ 2 KRIZEY L. 100yl ®TWB buffer
CIEY 4 v, ~JTweigansoFonc
EXRyT 4 UTIFEEIC

— E—XDEREHCEHIZ, BEDOWashTLEZRKRHITIC
TL—FERTRY FPREVFIZEWEEFRDODRT Y TIA
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lllumina RNA Prep with Enrichment
Step3: A VTYIDARTET2—=DHIND

(1) PCR Master Mix Z#{ERK [ - }
PCR Master Mix (1x) ~N
Enhanced PCR Mix (EPM) 23
Nuclease-free ultrapure water 23 ul
Total 46 ul

(2) Step 20T L— k15 EHER < . <<= BAHE > TV TERBELLOTT CRITED

() 1S IIZ. 9 CIZPCR master Mix 40 iM% %,
(4) Index Adapters 10 Iz %,
(B)F L— MIZTo— L% L TEH (2200 rpm, 1593) .
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Step3: A VTYIDRTET2—DHH N

lllumina RNA Prep with Enrichment
<

-

(6)704 5 L% : TAG_PCR (Lid ;& : 100°C) [
98°C, 3 7
98°C, 20 # A4 > 7Y FRNAIZIH CTHA VL ERE
60°C, 30 # ] X140l < - High-quality RNA (DV200 2 80) : X=14
72°C, 157 - degraded RNA (DV200 < 80) : X=17
72°C, 3 &
10°C, hold

() RETHRY FRAY RICHBEL, 45D LEEEH LT L— BT,
(8) 81 ul AMPure XP#Hn &z . #&&l,

(9) 17 pl Resuspention Buffer (RSB)Z /N X . A,

10) 15 pl O 35 % BN, SAFE STOPPING POINT
(10 15k ) -20°CT30B M ZE TRIFEAIRE
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lllumina RNA Prep with Enrichment
Stepd: AT —DEHE., EEET—VVT

(1) 5473 U—1pEQubitTEE, <— fﬂﬁzio*;jw% [ e _}

(2) [Optional] 54 75 ')—1 ul%Bioanalyzer DNA 1000 Kit T3 %,

Q) EERRICEDERRET—ILEIT S,

[Respiratory Virus Oligo Panel v2]

1-plex: HRETI127.5 yl ZFEA (total: YINEIZ K U L E)

3-plex: 354 75 1) —%%&200 ng. REDEEH7.5 %S & 52T —)L(total: 600 ng)

[Exome panel, & D]
1-plex: 154 75 1)—200 ng%7.5 ul IZFHFR (total: 200 ng)
3-plex: 354 75 1)—%%K200 ng. BREDEEFMN7.5plZ7% 5 & 512 T—)L (total: 600 ng)

BEDEEGNTSUZEBATLEIGE :
AT a1 "Fa—LRDEEFA
- no heat, medium drying rate C{T 5
#A7< 3 > 2 : Amicon Ultra-0.5 centrifugal filter unit (0.5 ml, 30 kDa) % {& FA
- T4 IWLE—DFERIDY) D RIEFE
- TERE S nEERLN, REICE > TIE~309M10 5

45 For Research Use Only. Not for use in diagnostic procedures. Ilum| na‘



lllumina RNA Prep with Enrichment
Step5: FA—TDNA TV HALE—3 Y

(1) Stepd D> 4 75 ')— (1-plex / 3-plex) 7.5 pl IZ = =

Pooled Sample Library

TEROHAEZIEEIZMZ S, U i iidbesen
4T3 — 7.5 pl =
(D Hyb Buffer 2 + IDT NXT Blockers (NHB2) 12.5 pl -
1 @ Enrichment oligos 2.5 ul
® Enrich Hyb Buffer 2 (EHB2) 2.5 ul
Total \ 25.0 pl

ERCHER. 50°CTSHME,

(2704 5 L% : HYB (Lid ;EE : 100°C) SELIZHEBRIZAESHFE T, Vortex&
95°C, 5 9 EXRY T4 UT%#BYIRT,
94°C, 1 9 ]
92°C, 1% | 2CTIFCIARIREZ#YIRT ., 94 CN560CETIBR T v 7,

60°C, 1 % -
58°C, 90 7
58°C, hold (24FFf & THRIE AT 8E
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lllumina RNA Prep with Enrichment
Step 6 : FA—TFEESATT Y GD:JE%TE"

ER | UAYY 1P OBREIY MO- VD IEREICES [ = ]
e &
MDEEW%58°CIZEHTH < (Washh ¥k 5 FE TCEEWDEEF—T)

@Elution Master Mix D {ERL
Elution Master Mix (1x)
Enrichment Elution Buffer 1 (EE1) 28.5 pl
HP3 (2 N NaOH) 1.5
Total 30.0 ul
@Y —<ILHY A S5—%EKTE : 58°C, Hold (Volume 100 pl, Lid ;R 70°C)
@DSMBZEZERIZCRE L. vortexTH+ o Z%&E
(D) N TN)EAXEBEDY L FIL25 ul ITSMB 625 plZERMLERY FTTE(ZEE,

(2) 58°C, 15934 > F a1 _R—> 3,

B) YUy FRAVKIZERL., LENERICE- -5 LEFFE TS,
—>E-X%§Ehad,. EEWDAYS1CED
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lllumina RNA Prep with Enrichment
Step 6 : TA—THES A T35 ) —DiEHE

LI eI
(4) EEWD ™Y A v 1 £4ETS - C’
DT L—FrEIT2ry b4 L. 58°C MEEW 50ul% 0 _ s
@FL—bEY—ILL, TL— by z—h—Thiti <= 18 : 24001pm, 4%
@580(3—(‘:553\’( v aR—F 2~4[8]B : 2000 rpm, 173
@RIy FREUKRIZEY ML, EEFERBRIZE =L EFEZETS

L 1=E 2\ 7—\ \
(5) ZEEIZEFZRY RV, 23 pl Elution Master Mix Z 00, <: 5:5(2\;%?%;('

B)TL—hrZEI—ILL, TL— 2 z—hH—THE# (2600 rpm, 157),

(7) BR2DA o FaAR—23 I TRxY FREVFIZEY b, 21yl DEFZEEUL,
(8) 4 ul MET2% M0,

QTL—rZEI—ILL, TL— 2 z—H—THE# (2000 rpm, 157,

SAFE STOPPING POINT
-20°CT7HME E CTREFHE
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lllumina RNA Prep with Enrichment
Step 7 : PCRIZK HiRMET M4 75 1) —DEIE

(1) Step 6 d 3 ’f 73 U —25 “':~ PPC5 Hl t Enriched and lndexedUbraryReadyfo;;quendng]

EPM 20 yl # ZDIEIZINZ 5.

7045 5L% : AMP (Lid ;R : 100°C)
98°C, 30F)
98°C, 10%»
60°C, 30 ] 14 cycles
72°C, 30%)

72°C, 5%

) SAFE STOPPING POINT :
10°C, hold  <—— 10°C Hold T24B5f. L < [X4°CT2BRE CHRETE

(3) 90 pl AMPure XP#HIZ . &,
(4) 32 ul Resuspention Buffer (RSB)# M. /A,

(5) 30 pl @ L& ZEUL,

S54T51) 5!

-20°CTC7HRE CREFEE
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llumina




lllumina RNA Prep with Enrichment
14731 —QC

<Y A FEE>
1 plZ Agilent 2100 Bioanalyzer DNA 1000 Kit T & 1%

SEH9E : ~380 - 450 bp

<E=E>
1 pl ZQubit dsDNA BR Assay Kit TE&Z (qPCREEZH A])
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lllumina RNA Prep with Enrichment @
TEH

FrERME A HIOBEREIC5EHE. 384 UD index |2 it

Total RNADNS DcDNAERK. 54 75—, 7R—T N
RIVIZEBEREBN—EDT—Y 7 O0—T5xHE
S4TS5Y—ERIE, 8T AVTF—3a3y (FSYRRY—
LIk BcDNABTFE & BIGEFIDFTMN) &, UD indexZ A
LM\f=PCRIZ& Y TS

PBERIGIE. BEaYbA—ILE, E—XZFEMSHIVAIC
BIZEELTITS
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ABDFELED
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AEDFRED

1. B S NMuminaRNAY Y —XE. FrERBOEHEZIREIC L
LEA Ty F&E384 UD index[Zxt i,

2. EERFIROBHIC. BFICRDELGY O TILEOT—2ELHE
BL. AHOEEISHBITEE TREANICHET 5.

3. FATSY—REFI KT TOLa—=LIZRD>TITS
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Appendix :
E—XNJEFEYIVIRANTS9T4R

ERELTLE T QL ERART
- FHENHLIDT, KK YERY MEEZITS

- FARIZ=EIZEY (30%LLE)

- FERARIZ+T 5 ZvortexTREET 5 (30FLLE)

- 4w alfEHY %580% EthanolXBAERET 5

- E—XFEA LT EHL
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Appendix :
SIS a—TFT4THAF

L5475 —IREAERIZ DI,

—RAA— kDA 2Ty FRNAEDNEE KL YIEN S F-AIREEMAHLIDTHEEEIT D,
SRINENEEELUETH =AML HID T, EHERZHERIT S,
—AMPureXPEF 2@ E IZEEZ L TL F o= Al8eME,

—HEHE - RO YRLICKYBERAKEL TLSHATEEHE,

130 bpfHiEIZS A TS —LIFRIDE—UMNR 5N 5B,
ST R T2 —RILTOEEY. 54T —EEEDAMPUre XPTHEZ1TS,

- HIFLESA TS —A X EFHDEREICE—INRR LN S,
—AMPure XPDHRMEMNIEFE T > F-ATEEM,

HfF L T= ZELY HBIR(ZDETN, %éb\‘igll\o
STEEIADAGEENEZONDDT, 24T )—DBE T
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Appendix :
T—oTHA REA Ty REF

J—1) 45 HA4 K (DT for lllumina UD Indexes M 1E B S R)

Index Adapters Pooling Guide :

https://support.illumina.com/downloads/index-adapters-pooling-qguide-
1000000041074.html

B4 Ty ZADOEF] (DT for Illumina UD Indexes NI EHSER)

lllumina Adapter Sequences Document :
https://support.illumina.com/downloads/illumina-adapter-sequences-document-
1000000002694.html

* ® A 4 O FERRTSNGENGR,

BEEELODT7AaVEY )V I L.
My Location % United States|Z
CEETEL,

AN
ane
| N

My Location

United States

Change Location
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https://support.illumina.com/downloads/index-adapters-pooling-guide-1000000041074.html
https://support.illumina.com/downloads/illumina-adapter-sequences-document-1000000002694.html

Appendix:
lllumina Stranded mRNA Prep Ligation D&

MEAR—D
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-
kits/stranded-mrna-prep.html

)77 LURATA4 F (BRERHY) - ElELR)RXME
https://support.illumina.com/sequencing/sequencing kits/illumina-
stranded-mrna-ligation/documentation.html

FAQ
https://support.illumina.com/sequencing/sequencing Kkits/illumina-
stranded-mrna-ligation/questions.html
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https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/stranded-mrna-prep.html
https://support.illumina.com/sequencing/sequencing_kits/illumina-stranded-mrna-ligation/documentation.html
https://support.illumina.com/sequencing/sequencing_kits/illumina-stranded-mrna-ligation/questions.html

lllumina Stranded MRNA D IAEEEH &

BIEHFEM

S BLEARSETT BE e
Agencourt AMPureXP, 60 ml Beckman Coulter A63881 #9340 > TILS
E;[C:iggl (absolute) for molecular Sigma Aldrich E7023 e
Nuclease free water A—h—HE%GL
1.7 ml F 21— 7 (RNase-free) A—HA—IEELZL
T4INWEA—EZFERY FFVT e -
—— — '_._'7(" } d= 8
(20, 200, 1000 ul) A—h—EEHZL RAUBERyY MRS
96-well PCR7 L— Fisher Scientific E951020303 #ENDH—TILYHA D S5—
VWR 47744-106 AT HIEE. TOHER
Microseal 'B' PCR Plate Sealing HENDH—TILTA Y 55—
Film Blo-Rad MSBAOL s mmy 2154, zokEs
A= HAINFa—T &
— H—ie A
(15 ml or 50 ml) A—H—fEEGL
Agilent DNA 1000 Kit Agilent Technologies  5067-1504
Disposable Pipetting Reservoir VWR 89094-658 Bl B

(RNase/DNase-free)
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lllumina Stranded MRNA D IAEEEH &

2

S BLEARSETT BE e
RAOBENY k (UT)L) i o
20, 200, 1000 ul A AR L
A4 BERY + (83&) e
20, 200 Ul A—Hh—EELTL
IA4 0T L— MR A—H—EELHL
SEAIRY A—h—ELGL
Vortex = FH— A—HA—IEELZL
Qubit Fluorometer 4.0 Thermo Fisher Q33226 GETTE]
Agilent 2100 Bioanalyzer Agilent G2940CA GETTE]
RTFxYy FRAUFE
- DynaMag-96 Side Magnet Thermo Fisher 12331D [Shaking workflow] DI&F&
- Magnetic Stand-96 Thermo Fisher AM10027 [Pipette workflow] D&
BioShake iQ Q Instruments 1808-0506 [Shaking workflow] D& T
+ PCR plate adapter 1808-1041 E=H/A
Y—ILTA 57—
- Bio-Rad C1000 Touch Bio-Rad 1851196 Heat Lid ###g (40°C/100°C)
- T100 Bio-Rad AM10027 NILE
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Appendix:

lllumina Stranded lllumina Stranded Total RNA
Prep Ligation with Ribo-Zero Plus D&

BHR—D
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-
kits/stranded-total-rna-prep.htmi

)27 LURAAF (BERERHY) - EFERIVRALE
https://support.illumina.com/sequencing/sequencing kits/illumina-
stranded-total-rna-ligation-ribo-zero-plus/documentation.html

FAQ
https://support.illumina.com/seguencing/sequencing Kits/illumina-
stranded-total-rna-ligation-ribo-zero-plus/questions.html
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https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/stranded-total-rna-prep.html
https://support.illumina.com/sequencing/sequencing_kits/illumina-stranded-total-rna-ligation-ribo-zero-plus/documentation.html
https://support.illumina.com/sequencing/sequencing_kits/illumina-stranded-total-rna-ligation-ribo-zero-plus/questions.html

lllumina Stranded Total RNAD A HE & - [T
AR HFEM

S BLEARSTETT BE o

Agencourt RNAClean XP, 40 ml Beckman Coulter A63987 #9650 > TIL5

Agencourt AMPureXP, 60 ml Beckman Coulter A63881 #9340 > TIL5

Ethanol (absolute) Sigma Aldrich E7023 GETTE

for molecular biology

Nuclease free water A—HA—IEELZL

1.7 ml F 2 — J (RNase-free) A—HA—IEELZL

T4INWEA—{EZFERY FFVT A—H—IEEGL T4 AERY MEES

(20, 200, 1000 ul)

96-well PCRZ L — k Fisher Scientific E951020303 #BNDH—TILY A Y 55—
VWR AT744-106  ZFEMAT H5HE. TOHER

Microseal 'B' PCR Plate Sealing Bio-Rad MSB-1001 HENDY—TILYTA D 5—

Film AT S5, TOHERER

OZALFa—T@A5mlor50ml) *—H—EELL

Agilent DNA 1000 Kit Agilent Technologies 5067-1504

Disposable Pipetting Reservoir VWR 89094-658 [l

(RNase/DNase-free)
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lllumina Stranded Total RNAD B -0 0

2

L BLEARSTETT BE e
RAOBERY F (DUF))  A—h—EELL
20, 200, 1000 ul
T4 BERY + (83F) A—h—HEEGTL
20, 200 ul
A4 BT L— bR A—h—EEHZL
SEAIBY A—h—EEHZL
Vortex = FH— A—HA—IEELZL
Qubit Fluorometer 4.0 Thermo Fisher Q33226 EEITE
Agilent 2100 Bioanalyzer Agilent G2940CA BETTE
RTFxYy FRAUFE
- DynaMag-96 Side Magnet Thermo Fisher 12331D [Shaking workflow] Di5&
- Magnetic Stand-96 Thermo Fisher AM10027 [Pipette workflow] D&
BioShake iQ Q Instruments 1808-0506 [Shaking workflow] D& T
+ PCR plate adapter 1808-1041 fE/H
Y=Y A 75—
- Bio-Rad C1000 Touch Bio-Rad 1851196 Heat Lid #8E (40°C/100°C)
- T100 AM10027 Ramp #£#E (0.1°C/sec) N iHhE
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Appendix:

lllumina RNA Prep with Enrichment Q& ¥$

BER—T

AA[ v/
https://www.illumina.com/products/by-type/sequencing-kits/library-prep-
kits/rna-prep-enrichment.html

)77 LURATA4 F (BRERHY) - ElELR)RXME
https://support.illumina.com/sequencing/sequencing kits/illumina-rna-
enrichment-l-tagmentation/documentation.htmi

FAQ
https://support.illumina.com/sequencing/sequencing Kkits/illumina-rna-
enrichment-l-tagmentation/fags.html
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https://www.illumina.com/products/by-type/sequencing-kits/library-prep-kits/rna-prep-enrichment.html
https://support.illumina.com/sequencing/sequencing_kits/illumina-rna-enrichment-l-tagmentation/documentation.html
https://support.illumina.com/sequencing/sequencing_kits/illumina-rna-enrichment-l-tagmentation/faqs.html

lllumina RNA Prep with Enrichment®
DEERR - HEHEREMA

S BLEARSETT BE e

Agencourt AMPureXP, 5 ml Beckman Coulter A63880 199> Ty

Ethanol (absolute) Sigma Aldrich E7023 G

for molecular biology

Nuclease free water A—h—HE%GL

1.7 ml F 2 — J(RNase-free) A—HA—IEELZL

TANE—FEERY bFvT A—h—fEEHL IABERY MRS

(10, 20, 200, 1000 ul)

96-well PCRZ L— k Fisher Scientific E951020303 #HZENDY—TILY AV 55—
VWR 47744-106 ZERAITHEE. TOHEER

Microseal 'B' PCR Plate Sealing Bio-Rad MSB-1001 HENDH—TILYTA Y F5—

Film ZERT L5, TOHEREA

aA=HANLFa—7T A—h—HEEGTL

(15 ml or 50 ml)

Agilent DNA 1000 Kit Agilent Technologies  5067-1504

Disposable Pipetting Reservoir  VWR 89094-658 GETTE)

(RNase/DNase-free)
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llumina RNA Prep with Enrichment®

WHEAE(E S - B8R

L BLEARSTETT BE e
YA BERY b (PUTNL) A—h—ELGL

10, 20, 200, 1000 ul

T4 BERY + (83F) A—h—HEEGTL

10, 20, 200 ul

A4 BT L— bR A—h—EEHZL

SEAIBY A—h—EEHZL
Vortex = FH— A—HA—IEELZL

Qubit Fluorometer 4.0 Thermo Fisher Q33226 EEFTE]
Agilent 2100 Bioanalyzer Agilent G2940CA EEITE
Magnetic Stand-96 Thermo Fisher AM10027
JL—broz—Hh—

* BioShake iQ Thermo Fisher 1808-0506

- BioShake XP 1808-0505

Bio-Rad C1000 Touch with 96—  Bio-Rad 1851197 Heat Lid #8E (40°C/70°C)
Deep Well Reaction Module NILE
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