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illumina Sequancing Analysis Viewsr
Actual Yield 86.42 GB 21.32 21.78 21.56 21.76
Average % >= Q30 89.36%
Intensity N/A
% Clusters Passing Filter 77.43%
Base Composition N/A
% Occupied 96.49% :

% Aligned to PhiX 0.00%
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— Summary® 7 MRun SummaryEf=1&OverviewRA T NS, T—RFINELFTER T AHENTEET

version 2.4

Analysis | Imaging ndexing

Cycle Status
Extracted: 320

Run Summa

Called: 320

Scored: 320

Error Rated: 0

Level Yield Total @Projected Total Yield Aligned Error Rate Intensity 5, 5
(G) G) (%) (%) Cycle 1

Read 1 .50
Read 2 (1) 021 0.21
Read 3 (1) 021 0.21
Read 4 3.50 3.50
Non-Indexed Total 500 £.99
Total 741 .41

illumina

0.00
0.00
0.00
0.00
0.00
0.00

MNaN 220 96.36
NaM 650 97.16
NaM 537 84.51
MNaN 244 95.58
NaM 232 9598
MNaN 413 95.68

Q30

version 3.0

Overview Metrics

Charts

In

Actual Yield 7.41GB

Average % >= Q30

Intensity

% Clusters Passing Filter

Base Composition

% Aligned to PhiX
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95.68%

N/A

92.64%

N/A

0.00%
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Phred Quality Score ﬁ&b“%ﬁoé;—) Lehd &_é?ﬁ?_d&) L®
10 10531 90%
20 1005 D1 99%
30 100073 D1 99.9%
40 1000093 D1 99.99%

%= Q30

- ANNZSF—H Y —TlE . 9AVT4RAT7 ML LDIEREDEIE (%=Q30) ZHFRIEELTEHEALTWET
- %=Q30(%.99.9%LL EDIEFEHTO—IILINFIEREDE|EERLTLVET

HBER— https://jp.illumina.com/science/technology/next—generation—sequencing/plan—experiments/quality—scores.html
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version 2.4

Analysis | Imaging ndexing

Cycle Status
Extracted: 320

Run Summary

Level

Read 1 3.50
Read 2 (I) 0.21
Read 3 (I) 0.21
Read 4 3.50

Non-Indexed Total = 6.99
Total 7.4

Called: 320

3.50
0.21
0.21
3.50
6.99
741

Scored: 320

(%)
0.00 NaN
0.00 NaN
0.00 NaN
0.00 NaN
0.00 NaN
0.00 NaN

Error Rated: 0

Yield Total Projected Total Yield Aligned Error Rate Intensi
(G) (%)

Cycle
220
650
537
244
232
413

96.36
97.16
84.51
95.59

95.68

illumina

version 3.0

Actual Yield

Charts |

7.41GB

Average % >= Q30 95.68%

N/A

Intensity

% Clusters Passing Filter

Base Composition

% Aligned to PhiX

92.64%

N/A

0.00%

[%=Q30/5%95.68% 1 &L ESLVSERK ?

SOEETIA—ILESNT=IEE D55 95.68%H°

99.9%LL L DIEEMETI— LN TLVS

For Research Use Only. Not for use in diagnostic procedures.

4.32%

99.9%LL E D
IEFETE !

95.68%

23



BN ED%=Q30

— Analysis/Charts®~7 (DData By Cycleh o, AL ED%=QI0FREHENTEET
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version 2.4

Data By Cycle

version 3.0

- Data by cycle [JFix Scale
H2M7HDSXY All Lanes
All lanes ¥ Both surfaces v
H2M7HDSXY
FWHM 1084 Fwhm ==
100 % f
% Base 00 % base
% nocall
% NoCall _ n i
%) " -/.;,-.;‘ﬁ-,"’t)%.“»x’u{;‘n. s
% 2=Q20 60} i 3 & e N ]
Median QScore ? % >=q30 (accumulated) ‘
40} A :
Error Rate 2 Median gscore
Bhasing Weidht 4Q Error rate
b Phasing weight
Prephasing Weight 20f Prephasing weight
Called Int
Min Contrast ; i i | D: P
100 200 300 1 5 3
Max Contrast Cycle 50 100 150 200 250 300
Cycle

illumina
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. 1D FHREDSATS)—DEK 1)
o L= N ) e
I
__Ax | I I |

MiSeq, MiniSeq,
NextSeq 500/550

iISeq 100, NextSeq 1000/2000,
NovaSeq 6000/X

SR LI7O0—)LTIE,. 547 3)—00—T 420 RBEIZE>T

" JO0—+t)L EDISRAE—HEE (B K/mm2) NERLET (18— L 70—+ )L TIREE(E)
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Readl D25H AV ILBETHDT M6, VT FILDFMEMENISAA—FFRINTLVET
CDITAIVEZ—FINALI=D TR A—DE|E h\%Passing Filter (%PF) &E7EUET

- T—auyg«bw@so(i 74)1/51 €L077\’5l b\bmcﬁcﬁrﬁéhﬁ“ _

Underclustering Overclustering

7525 9@ ©®
T4V E—ZBIBT D J40LB) T TlRESNS

DSRI—BENEITEBREE. VSRF—NELYTFILOMENETL.
llumina’ T4ILE—TBINBT=H . %PFAIVETFLET

For Research Use Only. Not for use in diagnostic procedures.



SUF LIA—)LEEDHRISAI—FRE
- PhiXarkO—L3A4T35—D &5 BEESHEENENSA TS —ZBELI-HEETT
- HRIVEWWISRI—EBEL PFOETIZOEMNYET
FDBEIL YPFELIFA=HIZ. ROSTA—T A4V BE (M) E T IF 52 THREKIEEL
- PCR7UZN)AVDIIIEEZBHEEIMENTAT ) =X, ISR I—ZELHIED6~8TNFEEIC
TIF5ZEEHETTHLTLET

NextSeq 500/550 Mid/High Output 170-220
BT vivioms 102

MiSeq v3 1200-1400
MiSeq v2 1000-1200

SEYIES—
[S IS E5T-ODRBELEISAI—FEELZR/DIHE]
https://ip.illumina.com/events/webinar/2019/webinar—191225-j.html

) @ [PCR7>F1)a>DNASA TS5 —12E DLow Diversity o T IL DL —H U A5V hSE 5TV ]
| | | umina https://ip.illumina.com/events/webinar/2019/webinar—191120-j.html 29
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—  Summary/Metrics3 T M5, LaneZ ED I TR F—ZE [E (=Density) EWPFEFR A EMTEET

version 2.4 version 3.0

Evert Mates | R OO s Dygnosics Ovarview Charts Imaging Indexes
Cycle Status
Extracted 168 Callod: 168 Scored: 168 Error Rated: 0 i e , dniia el s g s 080
Run Summary Read 1 38.47 38.47 0 NaN 134039 31.75 89.56
2 k » 5 - 2 93
Yield et | Pro) o Vo T ) [ ) Reag 2 {1 474 A.74 0 NaN 786707 186.3 an
19) 9 (3] (] Cyale 1 (Last 10 Cyales) Read 3 1) 474 474 o NoN 7067 166.16 92.25
s | At Mar oo M 140 L o ve Resd & 38.46 3846 0 NaN 666.16 15.78 B&8.33
Semn 2 1 “anm anm oo0 LT a0 "nn nn
Repa 3 H “ N am o0 Nad o mna»n w2
Read 1
Hapa o M woan oo Mty wn | B )] B
Nondnoexed sl TH R mm a0 Nan 100 L 1] =1
g 042 o8 43 0.00 Hat au 836 %0 o e il AU A g ——
1 236 2611521703 2 0.34/018 168.4 130.26 8958
Read 1 2 218 27311 =2 2308 y : 0.33/017 17718 13321 g
3 216 2584 £ 2304 } K 0.31/017 168.32 13141 85.78
Laske e ‘?:nnyl mu::: rr : 'Mm'umw . Phasing - :mmg cu;:o. cmcun < f
: ’ ’ - 218 259.52 £ 1706 | 0.31/038 168.35 1328 89.7
' FAL Mt TTI0 s A N7 0.1 0N 3188 OD0R (2780 180 40
: Fal ML 1572404 om oI 20Mm QDR ™M? AR
) 210 250423 Tmaredoe [ 0160 OM0/2§TE | 0007 (2007 | 1802 Read 2 (I
|egacy Prasny
‘ 7 00417 Mmanin 015 O W 200 Q007 | 2998 160 M l.-._‘,m ,:
La Ties Danaity (K/mm3) % P¥ Rots Reads (M) Runds PF (M %= Q10
Read 2 (I 1 216 26115 = 17,03 772 2 487 NaN | NaN 169.4 130.26 9362
K PIYRRRTT S — . phesing | Cluster Coun 2 216 27371 £ 2306 7572 £ 6.44 Nah | NaN 17716 133.21 02.56
L) tope el Iope'ofet Raw (W)
o~ - - L 3 26 266.4 ¢ 2304 79.27 + 3.00 NaN | Nal 166.32 131.41 93.50
3 % rTi0san? I NaN Mati 2 NaN Nl ! Nah 188 A0
4 216 259.52 £ 170§ 78,96 = 319 NaN / NaN 188.35 1326 827
b 4 210 ! 3 Mzl wan PaN NN NN | aN 1770
] AL M3ty 28 Nk Nal ! MaN NaM e 186 .2
‘ 20 1096 ¢ 219 o Mol ) Nl ol | Pt 180.3 Read 3 (1)
Legacy
Prwpt
R.ﬂd;" Lare Tlie Danstt mm  PF Ruts finads (W) s PF IM »= Q30
it Y Cluster PP ¥ Phasry Prephasing Phaving Praphasing Chuster Count 1 216 A 772 = 487 NaN |/ NaN 169.4 130.26 92.28
(W) (1 9) L slope/nyet shapeoftret Raw (W)
Z 28 75726844 NaN / NaN 17736 1331 g169
1 2 M7 TTI02AN7 | NaN NaN | NaN Al / NaN 180 40
. 3 216 7927 £ 309 MNaN /| NaN 186.32 13141 92,49
. J Al M Mrianm I N Mal | MaN Nald | MaN 1rrm :
e » g A ¢ o - AR
I | | u m I ’ 20 390 & 23 MITe 08 an NaN ) N kbt 180 52 4 216 /886 £ 319 Nai { NaN 168.35 132.6 8235
‘4 bal Mot TAN 22 \Y P NN NaN | NaN NalN | NaN 184 %
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— Analysis/Charts®7 M5, JA—EILDRAAILED IS RE

version 3.0

Metncs

BELYPFEF Y — N CRAZENTEET

version 2.4

- A 2\

4 TCITEE AN .
I st baein - Al A baad drei e

M2 {GrAL Dvarview Charts Imaging mdexes

Run Folder

|:] Fix Scale Da[a Dy Cycle

Flow cell chart

Matrics | Run Information | Run Diagnostics
Data By Cyche
Easmia HWCFHEGXF Al Lanes A Channels

Wi B Al M

W o

T - % base. | | .
\ W | = L >=420 : K’\
1

e = % >=q30 1 5.7)
g ‘I\"‘V',,l \- % >=q20 (accumulated) r\\
W) -
e~ '™ 1

Flow Cell Chart s pe—yres 2 > Intensilty
Derty Al Surkoces Al Cycies.

Density Both sutfaces v

whi

Intensity
FWHM
% Base

% NocCall

% >=Q20

% >=Q30
Median QScore

Density PF

|etannity

] % >=030 laccumulated)

Density

Larl]
700!
00004
5000 —— =0
2000
3000

Clusters pf

2000 |
gacy praphasing rate
% alighed

Phasing wasght

10001 —_—
Red 7269.03 Gr

L[| S—

Cluster Count
Legacy Phasing Rate
|Legacy Prephasing Rate
% Aligned
Phasing Weight
Prephasing Weight
Called Int
Occupied Count (K)
% Occupied
% PF
Min Contrast
Max Contrast

Max Residual Radius

|

400

L

|

216

HWCFHBGXF

2! "
A 1

26, 2
+ U
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Prephasing weight
Called Int
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Data by lane
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— Sequencing Analysis Viewer (SAV) A F
https://jp.support.illumina.com/sequencing/sequencing software/sequencing analysis viewer sav/documentation.html

— Sequencing Analysis Viewer (SAV) A A—KkR—
https://jp.support.illumina.com/sequencing/sequencing software/sequencing analysis viewer sav/downloads.html

- [B&FL—=>27%]Sequencing Analysis Viewer (SAV)
https://jp.support.illumina.com/content/dam/illumina—support/courses/sav—overview/story.html

- [BZEAR—T]Common Questions Related to Sequencing Analysis Viewer (SAV) software and the NextSeq 1000,/2000
https://knowledge.illumina.com/instrumentation/nextseq—1000—-2000/instrumentation—nextseg—1000—-2000—-fag—list/000007863
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-  [BZEE]Plotting %Occupied by %Pass Filter to optimize loading for the NovaSeq 6000 and iSeq 100 Video
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T Dt
- fhYzEF—HFE—E
https://jp.illumina.com/events/webinar—archive.html#/?categories=Webinar&startDate=2011-01-01&endDate=2023-04-04
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