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NextSeq 1000/2000 R T L&
XLEAP-SBSY 2 AN )—IZ&YSB1GEHA/RN— 3 % FEH

NextSeq 2000 & Q1 2024 release
P2 Flow Cell (100/200/300 cycle) P1 Flow Cell P1 100 cycle & 600 cycle, XLEAP-SBS

P2 600 cycle New P4 Flow Cell

; o g o e
® ® o ®

o
(e}
~ 1 D
[
0

o ® o ® o

‘“Dg go' ‘o‘ go -

o F i) e
s ® [ ] [ @ ®

2020

xLEAP-sBs™ I

2021 2022

NextSeq 1000 & Q2 2024 release
P3 Flow Cell (50/100/200/300 cycle) XLEAP-SBS P1/P2/P3 Flow Cells
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NextSeq 1000/20001& 23
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NextSeq 1000/2000

MiSeq™ System NextSeq 500/550 Systems Systems
= mL
;f;af't JOBKX 15 Gb 120 Gb 540 Gb
TN —KTD
15V HEYDE - 1M=25M 130 M — 400 M 100M-1.8B
BX!)—FHP
BXJ—FE 2 x 300 bp 2 x 150 bp 2 x 300 bp

a HADEHR(F, HR—FENBEISRAEI—FRETAILZIFPhiXarbrO—)LSA4TS)—2ALN:=EEN170—t/ILHE=YDETT,
b I TA—EILTUIZE DR, NovaSeq X Plus [Z2 25 )L, 8XUTa7ILT7A—EILS2 . NovaSeq XIEL 2T L 7A—E LS DHHELTULVET,
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NextSeq 1000/2000 CHI AR gEZiXLEAP-SBSEE—&

P1 XLEAP-SBS
on NextSeq 1000/2000

oG W) —K
Dy — 100 M 400 M 1.2B

— = 285% 285%
—_ | 0 0 0
T 977]' JT{ =90% Q30 Q30 290% Q30 Q30 290% Q30

o ABATNTA—)LE, 1 x50 bphHERKR2 x 300 bpETH)—FEMNEREATEELE
o BEEBEIIEHBDHAUILERIZ36 cyclesn DREIKEFST

8 hrs 17 hrs 34 hrs 12 hrs 19 hrs 22 hrs 42 hrs 18 hrs 31 hrs 40 hrs ----

P3 XLP-SBS P4 XLEAP-SBS
on NextSeq 2000 on NextSeq 2000
TAILR 100 300 600 100 200 300 600 100 200 300 ----
(cycles)
10 Gb 30 Gb 60 Gb 40 Gb 80Gb 120Gb 240Gb 120Gb 240Gb 360 Gb ----

>90% Q30

HABOR IR
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Q@ J P1 Flow Cell o P2 Flow Cell o P1 Flow Cell 5 P2 Flow Cell
z=., 60cb °°  24006b “° 60ab ©° 240 cb
S s ©

" Max output 0 Max output 2 ] Max output ¢ i Max output

- (600 cycle kit) o (600 cycle kit) ° (600 cycle kit) ° (600 cycle kit)
~. P3Flow Cell fe P4 Flow Cell

[——Pa= / O & -~
‘i 360 eb am; 940 &b x AT AT

™ M tput M tput - w7, —K Ly

(hax output, . (0ax output, NextSeq 2000127y 7 L—bk Al |e
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40x WGS < 2H with P4 300c kit
ML < 1 F with P2 300c kit
/—\ ST LN < 1 H with P4 100c kit

XLEAP-SBS™

g

,
o>
N\

* AT —KRSBSEHELLEEL T.
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i) R A\
Q-Score Q-Score  Probability Probability of
(300 cycle kit (600 cycle of Incorrect i?iﬁéi” Q-Score Incorrect igiﬁ;g”
or less) Kit) Base 4 Base y
12 9 6 in 100 ~94.00 % 12 6 in 100 ~94.00 %
26 20 31in 1,000 ~99.70 % 24 4 in 1,000 ~99.60 %
34 34 4 in 10,000 ~99.96 % 40 1 in 10,000 ~99.99 %

ABZZ—RSBSEZE (F~300 cycle kit&
600 cycle kit T 5EENDHQRATHEXD

illumina

XLEAP-SBSEZE (X, AU IILEIZEAH 5T,
FTEEINBQRAITILRE—

2 K
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XLEAP SBS’T\ZFU —C(i Q40E > DI EH NextSeq 2000

100 NextSeq 2000 P4 XLEAP-SBS flow cell quality score distribution

£ . Updated three-bin [customer-facing) histogram

E High-resolution histogram (internal development)
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L

0 5 10 15 20 25 30 35 40 45
Predicted Q score

https://www.illumina.com/science/genomics-research/articles/data-quality-g-scores.htmi
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NextSeq 2000 P4 XLEAP-SBS flow cell guality score distribution
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https://www.illumina.com/science/genomics-research/articles/data-quality-g-scores.htmi
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P2 Z49>4—RSBS vs P2 XLEAP-SBS

(2 x 150 bp. PhiXd>~O—-)L51473Y)

166 167

Run Output (Gb)

illumina
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o
w

-33%

Error Rate (%)
o
N

o
=

0

R1
m P2 Current SBS

P3 Z49>4—RSBS vs P4 XLEAP-SBS

(2 x 150 bp. TruSeg™ PCR-Free54J3Y)

-20% -33%
1
568 0.4 -10%
+52% 48
0.3 -37%
o) —
g o B ¥ S
(¢D) = (O] (D)
= 2 T 0.2 =
= =] o Y = 43
c O 5 c
= - : 2
o)
X L
0.1 I
0
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m P2 XLEAP-SBS m P3 Current SBS = P4 XLEAP-SBS N
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XLEAP-SBSO I S—H(L RAF—KSBS TARTCIE I —FREDKRAET

SAM)—DIZ—FLYDHKRIEITEL EaEDT —ENEIESN =

57
Read ]
1 2 4_'
I Current SBS Ch emistry
10- [ XLEAP-SBS Chemistry § 3_
~ 1 ]
N ©
~ o
- :
@ wi
2 0.5
LU T T T T T T T T T T ) T
c
é 03- 0 100 200 300 400 500 600
0 * Current SBS Chemistry ~ * XLEAP-SBS Chemistry
XLEAP-SBS b'\ZF'J—_'t%(iWE:BILJJ:L P270—®)LT FYBEDEWLR—XI—)LIZ&Y. de novo7 T L~5m E
400 M readsER1FAJ gE (RA A —REZE TIL300 M reads) MRAEND AN
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XLEAP-SBSEZEIZEHEL=-To7=AhH/L/—F

XLEAP-SBS chemistry expands NextSeq A shotgun metagenomics NGS workflow for assessing
1000 and NextSeq 2000 System capabilities microbial populations in complex samples

F—F7TVr—3 0 THORE ST —RSBSEE L 2 x 300 cycle7 ) /7r—a>TH. MiSeq. AF> 5 —KSBS
XLEAP-SBSEZE DT —4 LBk FEE. XLEAP-SBSEREDT—ALLE

sssssssssss

XLEAP-SBS”

chemistry expands A shotgun

NextSeq” 1000 metagenomics

and NextSeq 2000 NGS workflow

System capabilities fqr assessing
microbial

P s ve tandard SBS populations

for key applications in CompleX
samples

600-cycle kits on the
NextSeq” 1000 and NextSeq
2000 Systems provide
accuracy and flexibility for
species identification

ilumina’ illumina

III‘

M h only. f in di i d .
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https://support.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/nextseq-1000-2000-xleap-sbs-tech-note-m-gl-02330/nextseq-1000-2000-xleap-sbs-tech-note-m-gl-02330.pdf
https://support.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/nextseq-1000-2000-xleap-sbs-tech-note-m-gl-02330/nextseq-1000-2000-xleap-sbs-tech-note-m-gl-02330.pdf
https://support.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/nextseq-1000-2000-metagenomics-app-note-m-gl-01147/nextseq-1000-2000-metagenomics-app-note-m-gl-01147.pdf
https://support.illumina.com/content/dam/illumina/gcs/assembled-assets/marketing-literature/nextseq-1000-2000-metagenomics-app-note-m-gl-01147/nextseq-1000-2000-metagenomics-app-note-m-gl-01147.pdf
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- XLEAP-SBSEEMDMAIZIL, AV bA—ILY T T7 D/IN—23 0017 U LETHIIELDE
o PYITT—MMEIA—YTEETEERRE
NextSeq 1000/2000 Control Software Suite v1.7.1:

o VI5.0MSDTYITT—rE VIT.ONSDTYTT—rD2BEDA VAN —S—DHBIRITFE
« YOI TFEVITIXIZTYTT—h3BE. T L—RIETELEL

« YOIz TT7vIT—rEEH AR SA —KSBSEHRZE (X {E A&k
o A—FEIN=HEDFEHRZETIC. RFU A —FSBSEZE TIERTA3, XLEAP-SBSEZE TIIRTA4HZEIRSH .,
#;}MET S
o XLEAP-SBSD#ERFERFIF —RSBSHED B MICHERBME(FHLNV =8O, 70—k ILED—R)YDIEENTE
NOREOHAEHLETHRILIDLELHD
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https://support.illumina.com/downloads/nextseq-1000-2000-control-software-suite-1-7-01.html

O kA—)LY OO v17EE S 9 SDRAGEND/N—a &
)7L RT ) LZDUNT (1/2)

e OAO—ILY IR YT FV17X [£. DRAGEN V4.2 7L EEDABESHEMNHAEH VI.IXADT YT
FT—MZEHET.DRAGEND 7Y T T—rERIEIZITOVNELNH S

- DRAGEN®O & —o270—0 (4> A+—5—I&., NextSeq 1000/2000DY 7+ 74 HoO—KH Ak
TAFHEE

DRAGEN BCL Convert Workflow Installer

Installation and release note files for DRAGEN BCL Convert (Generate FastQ) Workflow.

~ \iew Options

DRAGEN Workflow Installer - BCL Convert v4.2.7 (tar.gz format) Mar 6, 2024

DRAGEN BCL Convert Workflow v4.2.7 Customer Release Notes (200052659 v00) <1TMB Mar 6, 2024

. ® For Research Use Only. Not for use in diagnostic procedures.
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https://support.illumina.com/sequencing/sequencing_instruments/nextseq-1000-2000/downloads.html

O kA—)LY OO v17EE S 9 SDRAGEND/N—a &
)7L RT ) LZDUNT (2/2)

* DRAGEN v4.2.7(X. V9 UI7LU ADMER =D VIFLURT ) LT YT T 2ELHD
o FEHYITFLURS / LE, NextSeq 1000/20000Y 7k 74 oo O—RS A TAFAIBE

o YD DT T T7VvITT—FEIZCFEETAIUOAMN—ILETS

DRAGEN Reference Genome Files for NextSeq 1000/2000
Control Software v1.7

Reference genomes and supporting JSON files for NextSeq 1000/2000 Control Software v1.7.

~ View Options

Genome and Info Files (JSON) <1TMB Mar 11, 2024
A_Thaliana-rna-9-r3.0-2.tar.gz Mar 6, 2024
Bacillus_cereus_ATCC_10987-rna-9-r3.0-2.tar.gz Mar 6, 2024
chm13_v2-cnv.graph.hla.rna-9-r3.0-2.tar.gz Mar 6, 2024

« WRBALTERRLTI=UZ7L 2 RS / LIEZBSSHMDReference Builder (Instruments) v2.0.0 TEYETS

Additional Information

~ N Reference Builder (Instruments) Pricing
M\g h\ % é ; §‘-: llumina, Ine. Compute cost Free Release Notes

Bookmark this app ? Help Version

New Features
FOR RESEARCH USE ONLY

200
« Upgraded to DRAGEN 4.2.7.
Launch Application « Generates v8 references.
This version of the Reference Builder (Instruments) App includes the following features:

. ® For Research Use Only. Not for use in diagnostic procedures.
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https://support.illumina.com/sequencing/sequencing_instruments/nextseq-1000-2000/downloads.html

PoFF—MEZICET HEEEIE (1/2)

o TYTT—MEX(T))—R/—FDIETRICEZFIZHES
o EEBIAEFICADMInAT AU BN E

c V17X ADYVIEIzT7 D7 YT T—rETEIZ. DRAGENTZITYVEA2.TDTVIT—r4.EHET 5
o HLWN—U3V DDRAGENZ 7Y D7 A AM—ILDEIL. DRAGEN BCL Convertz& & IZHIkRT 5
o HLLWA—U32 MDRAGENT7Z YDA AR—ILDEEIE. DRAGEN BCL ConvertZ&#IZANS

o TIOAAMNHLELZDRAGENV4.2.7M T —4-70—F|HEFIE.
EHETYI7ZLUART I L VIZEALR— T 5

- FELGEWFEIZDOULNTIEL, NextSeq 1000/2000D Y R—rH A MIBHDOVL.7HEDIIT7FLUR YT / LEERT S
o EROTVDRGEDYTFLURT / LDFA D A—RELVAUR—FIFENNHD
o HEDREERDIE=H. FHLWIITFLURT ) LAVR—bDHIIZ, LW I7LURT /) LDOHEIREHE
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s PYTT—FETER. TRIMNTLHEIZREFLEAVAN—T5—I&. CHBIZHBELI-E. LT CHELT
pac] e 7

o ERMORDRGED)IFLURT / LIXFICBENKEZVVDTIEET 5o
CHFEEEIZTHFET. ARL—TIEBREhAL

o UsertEfRTAT AT BEAIMINBIDEHFERD IT7 A IREIZTEHELND T,
AdminAT A IREETEHFEEFEIZTLIHELH D

o TRUMNTEED. ETALINIDBEENF+RIGE . TLIVFIVIRICIS—HAHS

c YOO T7DT7vITT—r . DRAGENDA VA —IL JIT7LURGT /) LDAR— D EEE LTS
MMM 5, BFEIICRBDHLHFIZERT S

Tel: 0800-111-5011 9AM-5PM, E-mail: techsupport@illumina.com
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o RRAUFA—KRSBSEEIZLER | BEA—F)VDIL., 4 F ot K<L oT-

« XLEAP-SBSEREI(L, T RTOT7O0—EILEFAT T, RE2F—FSBSEHZEM600 cyclekF LY 1 X2
- AHEEDREAR—ANTHTHAINEERTS
o KELGSFXLEAP-SBSHEDFBIZEL. N—F Oz 7HOEFHORAZIFE

O @
=) é 0] @)
© —
o e o < S
A s

29.2cmx17.8cm x 12.7 cm 33.2cmx17.8cm x 12.7 cm

300 cycleLL T D T RTOXLEAP-SBSHh—K)yo .
ABUH —RSBSH—K)w 600 cycle RA 4 —KRSBSH—K)w
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EN—RN) YD DERERIE &

SR AT SR A R AL A — R SBSIE C E R TEH - ST E
XLEAP-SBSERED R ERRBOA T3y

: BAESTTETO . BETTERD

N=| = Y g
"mg"ﬂglbj; F=nZR 8 hours 10 hours 2-8°CIZ72 hours
(25°C)
=;2(Z 6 hours
RIBE + 2-8°C[Z72 hours 2-8°CIZ56 hours
2-8°CIZ16 hours

=B 12 hours 16 hours 2-8°CIZ72 hours

; * IR KRR #R
Best Practices
BEIZTAAILNYT IXEREAFHDIKEE T, SRNILELEICL-IREETEREST S
/R TXLEAP-SBSHHFEZ R E I HEFL. TEHHLERICAMNDSKIIZTS
fREZ, BARKBEL—F U RIZAHWS N:
BEFLLZOD
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XLEAP-SBS™

Kt

SAT5—DHEREHEREDOO—FE,

BFESAIS)—DHRO—FEEZ. 20—kILBA4T (P1/P2/P3/P4) &> TRLS

XLEAP-SBS Final Loading Concentration

(pPM)
SR A Yes ,
Product Documentation| ZH#f4E _ Library Type CLEAP- XLEAP-  XLEAP-  XLEAP-
> sEhH S — S — ()
= B (el ERT 57—t E T SBSP1 SBSP2 SBSP3  SBSPA
IZIGCT-iEEZS BT 5 llumina DNA Prep with Enrichment 1000 1000 1000 1000
. . . . lllumina Stranded Total RNA with Ribo-Zero 750 750 750 750
[Product Documentation]: Denature and Dilute Libraries for o, o
the NextSeq 1000/2000 Sequencing Systems (Onboard) i
TruSeqg DNA Nano 550 (600-cycle kit only) 1500 1500 Not Not
N o) applicable applicable
100% PhiX (300-cycle kits and below) 650 650 450 450
100% PhiX (600-cycle kit only) 450 450 Not Not
i applicable applicable

P AN - acll'cS (P1/P2) . RAUH—RSBSHETHUIL-EEEELSET2
EMLI-EEEEFHRHY ?
Yes (P3/P4) - RAVUH—RSBSIHETHRIL-ZHREDIIORES

- AEISVIREELELTSRI S (REZ25%ET D)

No

B S
» LR BEEAHESIATIV—FTENIATDS4T3)—DEBESEL T FHRFHRE—+
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https://support-docs.illumina.com/IN/NextSeq1K2K_DnD/Content/NextSeq1K2K/DnD-NS1K2K.htm?protocol=onboard_xleap
https://support-docs.illumina.com/IN/NextSeq1K2K_DnD/Content/NextSeq1K2K/DnD-NS1K2K.htm?protocol=onboard_xleap

4735 —A—kFRIDRAEA—M) VO DERFICEETHFEEE

REI—FM)YCOEBFIE:

— Bh FFTEET
s 12 4e% 5EIRY R
FoENBE |

L ETTRETREICKY . BZERBTE I—MyPBRMEREILTED

!
T -
WES;
=N
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https://youtu.be/Q4zlCvQIk90

A

XLEAP-SBS SREFEDIZEE L — R TS5A4T—[ZDVT

e XLEAP-SBSEHEH—KJYI R —S 2 R TZ5A4T—IE. llumina DNA
PCR-free Yo JIILRAE T YFTIEREIN =54 T I —IZEETHED
(VP21,VP14)IZZEHE

5

o ® = o PhiXBHABWNEIAMIZIFHIEDSATI)—ERIZ, HDREAL—T 2V RTS5A
| — WK BLESATS)—%2T—ILLTO—4H 2 RT 5154 XLEAB-SBSH
© - DHARRLTSAT—F VD E
N

20112855 NextSeq 1000/2000 XLEAP-SBS Read and Index VP21 (Read 1/2 Seq Primer mix)

Primer Kit VP14 (Index 1/2 Seq Primer mix) 1
20112859 NextSeq 1000/2000 XLEAP-SBS Read Primer Kit VP21 (Read 1/2 Seq Primer mix) 10
20112858 NextSeq 1000/2000 XLEAP-SBS Index Primer Kit VP14 (Index 1/2 Seq Primer mix) 16 « .
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BEICHTOIRABRDEREICDONT

/‘\ .
Sk RTAS v RTA4
2-Channel Chemistry 2-Channel Chemistry

Blue/Green®2;kIZIFEEZL. ? T ?
? T ? Base CallDE|Y S THEE
A G T C (“A” E“CTHNEIZEIY L T) CcC G T A
mage1 | @ & mage1 | @ S
a0 . . . mage 2 . .

o HIEDTFIBEDENYETERICKY, BIENTVADENDIndexDEHEHE M EAL,
Low-plexBFD A2 TvI ERITEE
[Knowledge]: Index color balancing for XLEAP SBS reagents on the NextSeq 1000/2000 and NovaSeqg X/X Plus

o “GTEIAVTFILEL) DHDYAIILIEEITERE, (FEELL

- Adapter Pooling GuidelZiBN&E i t=, [XLEAP-SBS Chemistry| I8 B # S8 (3 X TO4
A ILIZET, Blue/GreenDE A IR TA4T LT FILAFEIET S ENTELE)
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https://knowledge.illumina.com/instrumentation/novaseq-x-x-plus/instrumentation-novaseq-x-x-plus-reference_material-list/000008422
https://support.illumina.com/downloads/index-adapters-pooling-guide-1000000041074.html
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NextSeq 1000/2000=—4 > X

VXTL\ | « NextSeqg 1000/2000 Product
I B Documentation
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NextSeq 1000/20005—4 222 A7 Lo—H ; L = S
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e YDA oA—F
() NextSeq 1000/2000 XLEAP-SBSFw ME, H— R/ =T+ D1 Ty oAy heERESFEDETH, 1ILTH01 2 TuvoAty bMEERTIES}. 1IL=T
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FFaX> VI DA O— | BERER
NextSeq 1000/2000 82 &5 I\ ETIEER
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https://jp.support.illumina.com/sequencing/sequencing_instruments/nextseq-1000-2000.html
https://jp.support.illumina.com/content/illumina-support/language-master/en/downloads/nextseq-1000-2000-product-documentation-200027171.html
https://jp.support.illumina.com/content/illumina-support/language-master/en/downloads/nextseq-1000-2000-product-documentation-200027171.html
https://jp.support.illumina.com/sequencing/sequencing_instruments/nextseq-1000-2000/documentation.html
https://jp.support.illumina.com/sequencing/sequencing_instruments/nextseq-1000-2000/downloads.html
https://jp.illumina.com/systems/sequencing-platforms/nextseq-1000-2000/specifications.html
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What's New

Announcements

INSTRUMENTATION

General
iSeq 100
MiniSeq
MiSeq

NextSeq 500/550

NextSeq 1000/2000

FAQ
Reference Material

Troubleshooting

cBot
HiSeq 1000/2500
HiSeq X

NovaSeq X/X Plus

illumina

lllumina.com  lllumina Support

lllumina Knowledge

lllumina Knowledge is a repository of 1310 FAQs, troubleshooting articles and reference material for
Illumina products and workflows, covering all lllumina Microarrays and every stage of Sequencing.

Use the navigation bar on the left of the page to find areas of interest and content types, use the search

function at the top right to query keywords.

What's New

» Instructions to back up DRAGEN license files when upgrading the operating system on a DRAGEN
server (March 25, 2024)

s Proper care of IAPS with ILASS robot fluidics (March 25, 2024)

» Troubleshooting lllumina Service Connector not connected for Window computer (March 25, 2024)

* What is the required iScan Control Software version and scan setting for Infinium EX BeadChips?
(March 25, 2024)

s XStain glass back plate care recommendations for Infinium EX Assays (March 25, 2024)

NextSeq 1000/20001ZE8&L f=knowledge D —&

Common Questions Related to Sequencing Analysis
Viewer (SAV) software and the NextSeqg 1000/2000

How to create new user accounts on the NextSeq
1000/2000

How to obtain a NextSeq 1000/2000 v2 sample sheet?
How To Power Cycle NextSeqg 1000/2000 Video

Understanding loading and percent loading
concentration on the NextSeq 1000/2000

Troubleshooting Failed to execute connectivity check
input parameters on the NextSeq 1000/2000

Troubleshooting 'mount' Errors when Networking

NextSeq 1000/2000 Instruments

d:
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https://knowledge.illumina.com/
https://knowledge.illumina.com/instrumentation/nextseq-1000-2000/instrumentation-nextseq-1000-2000-faq-list/000007863
https://knowledge.illumina.com/instrumentation/nextseq-1000-2000/instrumentation-nextseq-1000-2000-faq-list/000007863
https://knowledge.illumina.com/instrumentation/nextseq-1000-2000/instrumentation-nextseq-1000-2000-faq-list/000006467
https://knowledge.illumina.com/instrumentation/nextseq-1000-2000/instrumentation-nextseq-1000-2000-faq-list/000006467
https://knowledge.illumina.com/instrumentation/nextseq-1000-2000/instrumentation-nextseq-1000-2000-faq-list/000003093
https://knowledge.illumina.com/instrumentation/nextseq-1000-2000/instrumentation-nextseq-1000-2000-troubleshooting-list/000005552
https://knowledge.illumina.com/instrumentation/nextseq-1000-2000/instrumentation-nextseq-1000-2000-troubleshooting-list/000003121
https://knowledge.illumina.com/instrumentation/nextseq-1000-2000/instrumentation-nextseq-1000-2000-troubleshooting-list/000003121
https://knowledge.illumina.com/instrumentation/nextseq-1000-2000/instrumentation-nextseq-1000-2000-troubleshooting-list/000005227
https://knowledge.illumina.com/instrumentation/nextseq-1000-2000/instrumentation-nextseq-1000-2000-troubleshooting-list/000005227
https://knowledge.illumina.com/instrumentation/nextseq-1000-2000/instrumentation-nextseq-1000-2000-troubleshooting-list/000006964
https://knowledge.illumina.com/instrumentation/nextseq-1000-2000/instrumentation-nextseq-1000-2000-troubleshooting-list/000006964
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lllumina Knowledge kY
[Library Preparation]

 What is nucleotide diversity and why is it important?

[Run Planning]

Why sequencing 26 or more cycles in Read 1 is recommended

» How many cycles of SBS chemistry are in my kit?

« Maximum read length for lllumina sequencing platforms

» How to thaw and store sequencing reagents for optimal performance

* Run time estimates for each sequencing step on the lllumina
sequencing platforms

* Approximate sizes of seqguencing run output folders

[Run Quality]

* Does my seguencing run look good?

illumina

v B ] N i
NextSeq 1000/2000 How to Start a Run

» BaseSpace BCL Convert: How to Requeue Analysis for a NextSeq
1000/2000 run

RE=Nhf-HzEF—
» NextSeq 1000/2000: Introduction

*  NextSeq 1000/2000: Introduction to Analysis with DRAGEN

* lllumina sequencing innovations powered by XLEAP-SBS chemistry

» Advancing epigenetic breakthroughs with the lllumina NextSeq
1000/2000

Z Dt

* Index Adapters Pooling Guide

* Index Sequencing Overview Guide

For Research Use Only. Not for use in diagnostic procedures.
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https://support.illumina.com/content/illumina-support/us/en/bulletins/2016/07/what-is-nucleotide-diversity-and-why-is-it-important.html
https://support.illumina.com/content/illumina-support/us/en/bulletins/2016/09/why-sequencing--or-more-cycles-in-read--is-recommended.html
https://support.illumina.com/content/illumina-support/us/en/bulletins/2016/10/how-many-cycles-of-sbs-chemistry-are-in-my-kit.html
https://support.illumina.com/content/illumina-support/us/en/bulletins/2020/04/maximum-read-length-for-illumina-sequencing-platforms.html
https://support.illumina.com/content/illumina-support/us/en/bulletins/2016/07/how-to-thaw-and-store-sequencing-reagents-for-optimal-performance-.html
https://support.illumina.com/content/illumina-support/us/en/bulletins/2017/02/run-time-estimates-for-each-sequencing-step-on-illumina-sequenci.html
https://support.illumina.com/content/illumina-support/us/en/bulletins/2017/02/run-time-estimates-for-each-sequencing-step-on-illumina-sequenci.html
https://support.illumina.com/content/illumina-support/us/en/bulletins/2018/01/approximate-sizes-of-sequencing-run-output-folders.html
https://support.illumina.com/content/illumina-support/us/en/bulletins/2019/10/does-my-sequencing-run-look-good-.html
https://support.illumina.com/content/dam/illumina-support/courses/nextseq-1000-2000-start-run/story.html
https://www.youtube.com/embed/rqzuIDOkVSQ?autoplay=1&rel=0
https://www.youtube.com/embed/rqzuIDOkVSQ?autoplay=1&rel=0
https://www.youtube.com/embed/kkRXPB3x0yY?autoplay=1&rel=0
https://www.youtube.com/embed/27EzoE0yDeE?autoplay=1&rel=0
https://sapac.illumina.com/content/illumina-marketing/spac/en_AU/events/webinar/2024/illumina-sequencing-innovations-xleap-sbs-chemistry.html
https://sapac.illumina.com/content/illumina-marketing/spac/en_AU/events/webinar/2023/advancing-epigenetic-breakthroughs-nextseq-1000-2000.html
https://sapac.illumina.com/content/illumina-marketing/spac/en_AU/events/webinar/2023/advancing-epigenetic-breakthroughs-nextseq-1000-2000.html
https://support.illumina.com/downloads/index-adapters-pooling-guide-1000000041074.html
https://support.illumina.com/downloads/indexed-sequencing-overview-15057455.html
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