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Local Run Manager: €2 a—J)Lt L% 53—

Local Run Manager Module Selector
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- https://customprotocolselector.net/selectors/LRM-module-
selector/Content/Source/FrontPages/LRM-module-selector.htm

“MiSeq” “MCS 4.0 Instrument [ MiSeq

"B #IDModule” %
NBIZS2 ) wvD Control Software

NNNNNN

Module Generate FASTQ 3.0.1

Resources

/)-(“rj va— |\ Platform Guide

[ MiSeq ]

Generate FASTQ 3.0.1
Library QC 2.1
Resequencing 3.0.1

DNA Amplicon 3.0.0.14

)29 — & Module Download >

Module Guide

DNA Enrichment 3.0.0.23
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¢ C red e ntl al S E ﬁ Local Run Manager Credentials

) 7 jj r7 > I\ 7 * :) )( > I\ h{ON ®i73_é ‘: ‘j: M « If LRM Account Management Feature is turned off
%IE%*E BE é 1:#9 l__lj;‘_% t / \Ox |7 _ P Click Next to begin installation.

= IF LRM Account Management Feature is turned o

‘;E *R Enter admin-level Local Run Mana
g d t Is to I:: egin installatio
% A jj l/ ~ NeXt %L Note: Do not enter your Windows user information. Entering in I|:| cred ntials

will cause installation to fail.

- TFAHYY RRERT A FHAOFFDESZIE. f——
A—H—Z LR T— RO T E. "

Password:

NextZ E iR u

= If you choose not to install this application :  Click Cancel to exit.

°
1,715

Back Next Cancel
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c 1 TITSYHF—FHLI=FRE (Chromed B MEChromiumDERZ#E)
- EEDPO—AHILPCHLEET Y X9 H154E : https:/llocalhost/

- EBLRLRY FT—IICEESNTNGPCALT I R T 554 -
https://{instrument name}/ or https://{ip address}/

: x o+ S
&« Cc O & localhost/#/home hig
| ocal Bun \/S_'F]S.ge" RUN DASHBOARD TOOLS ||um|na
0 0 0 0 (0] Create R
Ready Total
......................................
There are currently no runs
.
Gl
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Run Dashboard (Local Run Manager®7— L\ [Em)

* Local Run ManagerD#k R it e~ ES — k

L ocal F%umMaﬂagerl Instrument Namel RUNDASHEOARD - TOOLS a 2 & Username| illumina

43 0 1 1 (45

Ready In Progress Stopped or Complete

Total
Unsuccessfu

RUN NAME / 1D MODULE STATUS LAST MODIFIED «

Training2 DNA AMPLICON 2018-05-29 .

- Ready for Sequencing 0848 ACUGHS
training GENERATEFASTQ

2018-05-29

I Actions
sy

Ready for Sequencing

illumina
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Local Run Manager (LRM) v3®M¥rHSaE:

« Library Prep Kits & Index Kits® X 7|

Run Settings
Library Prep Kit* | AmpliSeq Library PLUS for Hllumina - |
Index Kit * | AmpliSeq UD Indexes v |

« INATT— K1Y AN —F T3 omEN

UPDATE SECURITY QUESTIONS

Your security questions will be used to verify your identity in

case you forget your password.
All fields are reguired.

Question
| -]
Answer

c RRLGAYFI—OELVEXA)TAaTYvIT—F
(BT YU —R / — +FSHR)
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Create Run

« Create Run %iEIR
« RITED 2 —ILEER

Local Run Manager RUN DASHBOARD  TOOLS llumina

0 0 2 1 ©

Ready In Progress Stopped or Unsuccessful Complete Total GenerateFASTQ
Resequencing
RUN NAME / ID MODULE STATUS LAST MODIFIED ~
GenerateFastQRun GENERATEFASTQ — 2020-10-29

201029_M99999_0010_FC1234567-ABBBB Sequencing Stopped 09:22
Test

GENERATEFASTQ — 2020-10-09
201009_Ma9999_0007_FC1234567-ABBBB

Sequencing Stopped 0150 m

Demo1 GENERATEFASTQ 2020-10-09
200721_M99999_0005_FC1234567-ABBBB Analys

alysis Completed 01:24 m m

Showing 1-3 of 3 item(s) Active Runs = |

s NEBEHERESA—ILNA VA R=ILENRTULEHWESIE.
AIVEFTHR—bRA=D (EVa-LELIE—) 2b
Aov0—kL, 1R R—ILT B
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cBRMEDA—ILELIUSA TS VHRExY MEADERLH D

Create Run cenerateeasta

1. BB ®Run Name & Description® A 73

Run Name * Run Description

| Run Name | [ Run Description I

& 2. 54 TS U * v k. Index Reads, ¥—7 VABREDRIR - AN
Library Prep Kit* W’ Read Type Single Read Paired End

Index Kit* Select N READ 1 INDEX 1 INDEX 2 READ 2
Read Lengths™ 151 0 1] 151
Index Reads * 0 1 ®:2
Custom Primers Read 1 Index Read 2

Module-Specific Settings 3 . ER L 1-: :E :) -1 _)l/ ': ,’-.‘l:‘ l: 1-: EQE

Show Advanced Setting

Show Index Sequence

SAMPLE ID* SAMPLE DESCRIPTION INDEX 1 (IT)* INDEX 2 (I5)* SAMPLE PROJECT

Cancel

1
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s KK FEAT S VEFHZEHIFAR
- —#4 R 1)—F : Single Read / Paired-End, ') — F &
- AVTYIRY—=KR ATV IR)—FD$ (0,1, 2)
> 0\%%#vhtmtfsﬁmﬁ®%é4>?
Ty RN FOYITADAZa—RHIZERTR

« BIRLE=Z54T3Y

Create Run GeneraterasTa

Import Sample Sheet

Run Name*

Run Settings
Library Prep Kit*

Index Kit *

Run Name

Index Reads* |

Run Settings
Library Prep Kit*
Index Kit*

Index Reads*

Module-Specific Settings

illumina

Select

AmpliSeq Library PLUS for lllumina
Nextera DNA Flex

Nextera DNA Flex PCR-Free
Nextera Flex for Enrichment
Nextera Mate Pair

Nextera Rapid Capture Enrichment
Nextera XT

ScriptSeq Complete

ScriptSeq v2

SureCell Single Cell RNA
SureCell WTA 3'

TruSeq Amplicon Cancer Panel

Module-Specific Se 1

PRI

IDT-ILMN TruSeq DNA UD Indexes v2 - 96 Indexes
TruSeq DNA CD Indexes 96 Indexes

TruSeq DNA Single Indexes Set A

TruSeq DNA Single Indexes Set B

TruSeq DNA Single Indexes Set A B

AT XLy FOEIR

C&UALATYIR)—F
ENBBA S

‘ TruSeq DNA PCR-Free - | Read Type* Single Read & Paired End
‘ Select - | READ 1 INDEX 1 INDEX 2 READ 2
IDT-ILMN TruSeq DNA UD Indexes - 24 Indexes ‘ 151 . 0 151
IDT-ILMN TruSeq DNA UD Indexes - 96 Indexes
Read 1 Index Read 2

For Research Use Only. Not for use in diagnostic procedures.
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B TIEBRANEDIER
L IMEREETIZAD (FASUAY () BEAANRE)

INDEX 1 (I7)* INDEX 2 (15)* MANIFEST* |  GEHOME* | SAMPLE PROJECT
GTGAATAT AGCGCTAG Example_manifest.txt | Homo_sapienstUJCSCY

Iam ACAGGCGC GATATCGA Example_manifest. tit Homo_sapiens\UCSC\1

BEEDOHY>TIL 14T v REH
IDZ AN =R

« Export Sample Sheet :&IRT HLEER/MET O TILI—
& L CTHATEEE

» Save Run #&IRTH5E 0y VTPV TRT
- Export Sample Sheetf>Save Run®4Y L—7 % kL TWAIGEIE. HBAANIE
BRI %G AASN TSN ERT D

| Export Sample Shest Save Run

HERHNIET =
JTAMOYIT7L

VRY ) LERBRIR

L]
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IEM* TERL LT=Y > TIL o — MEIERG

* EMELRMV3TIE 74 —7 v FHELD
- IEMTHER L=V T — b EHERAAFE D E. “avalid
index kit must be provided for the selected library prep kit” &
WS IT5—AHS

s BHED1—-LEBICEROY VIV —FEERAT S

WHENRH S

- LRMTHERL L= > FIL>— | (Export Sample Sheet)
HOENWEITUITL—rE2HRELEZLDEFERT S

- BT —bDT T L= EAILEIFHR—FR=D
MbAA—RA[gE (RETH o A— FAEZERBMT)

- U TIIL— FOEEMTIEERIE. MiSeq Sample Sheet Quick
Reference Guide D EThRIZEEEF E

*Illumina Experiment Manager

Illumina Experiment Manager

Create Sample Plate ) { Create Sample Sheet

Edit Sample Plate‘ Edit Sample Sheet

IEMIXIE T s

Lengths *

Read 2

(1] A valid Index Kit must be provided for selected Library Prep Kit.

iI | u m I na@ For Research Use Only. Not for use in diagnostic procedures.
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llumina Sur~art Center

R (D & e
-  Adidd =

VIEF—RENLBEZE CHENLETET
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SYUDEMAND . GO TIL— b DA R— bk

« LRMTHERLLI=Z2 D, HHAWNETUTL— M SERLEERD

ST —NERET S

- BB EDA-IILEICTEROY U TILY— FRARE
- BT — MIEERH D WDIEEENSRAIGELGHHR (ry FT—5
KSA4 JXHOUSBI7Swsa RSATHE) [ZBEFET S

« Create Run »ffT €Y 12— ILDIEIZER
« HEEIMDImport Sample Sheet % &R

- FRT AR UTILO— FEER

=]

EDORun NameZ A H

- Save RunZEJR

illumina

C reate R Uy GENERATEFASTQ

Run Name™

Fun Marme

Save Run

For Research Use Only. Not for use in diagnostic procedures.
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V=7 D ARRID T imE

| Test

illumina

A

GENERATEFASTQ 2018-05-10 =
Ready for Seguencing 04:23 Actions

Actions Continue

ZER ZER

EDIT RUN CONFIRMATION

# Edit
& Hide
f* Import

Actions Are you sure you would like to edit the run 'GenerateFastQRun'?

For Research Use Only. Not for use in diagnostic procedures.
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- FEIA A (Custom®EEiR)
-4 T YRAE LTy FDOEER

- ATYIREY FDEERE

illumina
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FEBIAA (Custom®DiEIR)

Run Name~ Run Description

Custom run

Run Settings

Library Frep Custom - Read Type~ Single Read & Paired End
kit *
READ 1 INDEX 1 INDEX 2 READ 2
Index Kit* Custom
Read 151 & 8 151
Index Reads * 0 1 &2 Lengths =
Custom Read 1 Index Read 2
Primers

Module-Specific Settings * /r '>7_: “J 7 ZEE?IJ Ei@]fkjjﬁ'rﬁlé
« FRATREGIERIFA T,G,C N DH
« NETAILEh—KELTHER
s AVTYVIARIEYUITILET—ELTWARLELRH S
SAMPLE ID " SAMPLE DESCRIPTION INDEX 1 {IT)" N IHEEK 2 (15) SAMPLE PROJECT

L]
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ARy FDEER

—rZEEyoO0—F - \mEER. Add Library Prep KitZ:#&iRY 5 Z &£ T,
A TSUREXY F&=A VR— FA[EE

Local Run Manager RUN DASHBOARD ~ TOOLS Q ? llumina
1 0 o Create Run
Ready In Progress b Total )r(r‘emove anything inside the chevrons prior to upload>
U
<please reference the user guide for more template information>
[LibraryPrepKit]
Name <Enter the name of the Prep Kit (Must be unique)>
R . DisplayName <Enter the display name of the prep kit>
Index & lerary Prep Klts Alias <Comma-separated list of prep kit names to overwritten by this prep kit>
Version <Enter Prep Kit version>
Description <Enter Description of the Prep Kit Here>
Download Templat Add Li)tary Plep Kit ReadType <Options are: All, Single, and Paired>
LIBRARY PREP KIT INDEX KIT DefaultReadlengthl <Enter Default Read Length for Read 1>
DefaultReadlength2 <Enter Default Read Length for Read 2>
[Resources]
NAME DESCRIPTION SUPPORTED MODULES VERSI... Rage . o Mot e LIV U dexKIce . . . .
<Custom parameters can be set here. This section is optional. If resource applies to all IndexKits, leave IndexKits
lllumina DNA Prep with lllumina DNA Prep with GenerateFASTQ, Library QC 1 s”dlmne"gt" UMISetting 2L
3 3 i : 3 ead2UMILength UMISetting string 7
Enrichment Enrichment Library Prep Kit e Read1StartFromCycle UMISetting string 9
= A = = Read2StartFromCycle UMISetting string 9
lllumina DNA Prep lllumina DNA Prep Library Prep GenerateFASTQ, Library QC, 1 2 showReverseComplement  kitSettings bool  true
Kit Resequencing =
[SupportedModules]
Illumina DNA PCR-Free 2x151 lllumina DNA PCR-Free 2x151 GenerateFASTQ Library QcC 1 <Select Modules for the Prep Kit to be associated with. Options available (multiple allowed): >
= z > 3 AmpliconDSWorkflow
Library Prep Kit . Assemblyborkflow
. = - DNAAmpliconkWorkflow
lllumina DNA PCR-Free 2x149 lllumina DNA PCR-Free 2x149 GenerateFASTQ, Library QC 1 DNAEnrichmenthorkflow
Library Prep Kit L GenerateFastQWorkflow
LibraryOCWorkflow

i I | u m I r]a‘E For Research Use Only. Not for use in diagnostic procedures. 40



TV REY FDOEBER

s TUTL—brEAIO—F - #mREE. Add Index KitZZEIRT S5 & T,

HFLWW T YIREXy bEA 7R— FA[EE

Local Run Manager

RUN DASHBOARD

Index & Library Prep Kits

LIBRARY PREP KIT

INDEX KIT

NAME

DESCRIPTION

TOOLS

[lumina

SUPPORTED LIBRARY PREP ...

Tota

Download Template Add Index Kit

VERSI...

IDT-ILMN TruSeq RNA UD
Indexes v2 - 96 Indexes

IDT-limn DNA-RNA UD Indexes
SetABCD Tagmentation

IDT-limn DNA-RNA UD Indexes
SetD Tagmentation

illumina

IDT-ILMN TruSeq RNA UD
Indexes v2 - 96 Indexes Index Kit

IDT for lllumina DNA-RNA UD
Indexes Set AB C D (384
Indexes) Tagmentation

IDT for lllumina DNA-RNA UD
Indexes Set D (96 Indexes)
Tagmentation

Enrichment, lllumina DNA Prep

TruSeq Stranded mRNA, TruSeq 1

Stranded Total RNA B3
lllumina DNA Prep with 1

Enrichment, lllumina DNA Prep <
lllumina DNA Prep with 1 1

<remove anything inside the chevrons prior to upload>

<please reference the user guide for more template information>

[IndexKit]

Name  <Enter the name of the Index Kit (Must be unique)>

DisplayName <Enter the display name of the Index Kit>

Alias <Comma-separated list of index kit names to overwritten by this index kit>
Version <Enter Index Kit version>

Description <Enter Description of the Index Kit Here>

IndexStrategy <Options are: All, SingleOnly, DualOnly, NoAndSingle, NoAndDual, SingleAndDual, NoIndex>
[Resources]

Name Type  Format Value LibraryPrepKits

<Custom parameters can be set here. This section is optional. If resource applies to all Libraryl
Adapter Adapter string CTGTCTCTTATACACATCT

AdapterRead2 AdapterRead2 string AGATCGGAAGAGCGTCGTGTAGGGAAAGAGTGT

UMICompatible UMICompatible string <Options are: Mandatory, Optional> <KitName, if any>
[Indices]

Name  Sequence IndexReadNumber
<Enter indexes to be populated in index dropdown menus>
N701  TAAGGCGA
N702  CGTACTAG
N703  AGGCAGAA
N704  TCCTGAGC
N705  GGACTCCT
N706  TAGGCATG
N707  CTCTCTAC
N708  CAGAGAGG
N709  GCTACGCT
N710  CGAGGCTG
N711  AAGAGGCA
N712_ GTAGAGGA

R R R e e

pKits, leave Lil

For Research Use Only. Not for use in diagnostic procedures.
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YD RAFI7ALAINDAL ER—F
Hikl: EDa—IL~DOREERIT

e Modules & ManifestsZ;&1R

Local RunManager | MEES RUN DASHBOARD ~ TOOLS a ? | llumina

Ready

« EFEMModule % EiIR
 Add Manifests é%*ﬁ Modules & Manifests

| DNA Amplicon >

DNA Amplicon

Genera teFASTQ

Mod,:le Version 3.00
Library QC Modified On 2020-11-03 14:01 Add Manife 51:5

Resequencing

Module Manifests

FILE NAME
SamplelD.dna_manifest. 20180509 txt L x

‘ Showing 1-1 of 1 item(s)

i I | u m I na@ For Research Use Only. Not for use in diagnostic procedures. 43



YD RRNI7AILDA R—

HiE2: 50ty b7y TRIZER

* XZIJIRMIT7ANEIRDOAERYT HEICIE. S0y b
7 v T (ZImport Manifestsh b 4 > 7R— kA EE
- BRNCYZ Dz A R I 7 A UDEENSEAIGEGRY FT—J 54 T%
USBZ 5y a b3 JLREICREFESNTWNS I L ZMHRT S

W | Shr Indey Semnence |

ImpDrt ManleStS PTION INDEX 1 {I7) INDEX 2 {15) MAMNIFEST™ SAMPLE PROJECT

1 Samplel MN701 ES01 Example_manifest bt

II 1 ‘ Rows

| Cancel | Export Sample Sheet | Save Run

L]
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HRE LY/ LOEM

C:¥
c HOMEDI VR F—ILENTELDLUND |
)27 LYARS /) L (ARB LY L) IE. lliumina
AEBEBEZRODTCI7AINETRHRETAHZET =
*'JFHEIﬁE enomes
- T HILFHEIEH Species

C¥lllumina¥Genomes¥Homo_sapiens¥UCSC¥hgl19¥
Sequence¥WholeGenomeFasta¥genome.fa

- LRMOYS Y TILIEBRAANREIZTILE D O TERER
- FASTA7Z 7 4 L DYLEEF[E* fa

WL DD DEYD) T F7FLURT /) L

— ~ o A S
75— a o EE T 7 AN, SRR S
(iGenome) A AO— KuJgE WholeGenome

- https://support.illumina.com/seqguencing/sequencing softwa Fasta
re/igenome.html "

Iﬁl.I I.I‘I‘I

genome.fa :]

(BB %)
Alojsoday
aWIoUd9)

UMV LC
V1SVv4

L
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MCS v4T0O)

2 UHIBAE
 LRME—F

» Sample Sheet®— F
 Manual®— F

L]
B
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MiSeq Control Software (MCS) v4ah 55 > ZBilba

» Sequence &R

D
Sequence

L
| I | u m I na® For Research Use Only. Not for use in diagnostic procedures.
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S5 E— F£ER

e 3DMT VE— KHFEHTRE

= M99999 °

Run Setup Option

Local Run Manager » Select a run prepared with Local Run Manager software.

> Sample Sheet > Create a run from a sample sheet.
Enter run information manually. No on-instrument secondary analysis
Manual > |
is performed.

i I | u m I r]a‘E For Research Use Only. Not for use in diaghostic procedures.
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I\/ICSV4’C0)7./‘|Z“J k7w jh\bﬁ@*ﬁifd) TN
(@) vanvaiz—F

N OGS RUNNVIENGED Selii P ESHECIDEENX
ERTEENR S UM, YU TILVIER. BT —0 J0—EE U, YU TIEREDIEE

MiSeq Control Software v4
LRMM 5 5 VEREIRHRFEUH L SampleSheet DA H >
l !
— RN (EREG. EREH., BERE. BCLI 74 I)LOHAN)
A 4

150 Cel SIRUNINVI2I G ETy Lintpeer=2 0 el Reippys’/—)

IBESESPACEFSEYUERCENI

ZREEH (FASTQOD1ERL & 325 (St C 1= #T) FASTQ®M 1 gl & & R AT

- LRMTERLE=Hd DD, FUoTL—FE2RELELDORRE

_@_ - MCS V4.0IZIEME AH > FIL o — FIZIER S

L]
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Local Run Manager€— K Z:#R9 55&

‘- | ;i = M99999 e

Run Setup Option

Local Run Manager » Select a run prepared with Local Run Manager software.

Sample Sheet ) Create a run from a sample sheet.

Enter run information manually. No on-instrument secondary analysis
is performed.

Manual »

L
| I | u m I r]a‘E For Research Use Only. Not for use in diagnostic procedures.
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illumina

Y BAtRFIEH (Local Run ManagerE—

S

)

M99999

Local Run Manager )

QD

Manual )

VIEF—RENLBEZE CHENLETET

For Research Use Only. Not for use in diagnostic procedures.
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Sample Sheet®— F#:&IRT 51EE

‘.r ;I = M99999 , °

Run Setup Option

Local Run Manager » Select a run prepared with Local Run Manager software.

)RA 2k
Sample Sheet ) Create a run from a sample sheet. IEMTYERL L 1=

H T — FEIEXE

Enter run information manually. No on-instrument secondary analysis
is performed.

Manual »

L
| I | u m I na@ For Research Use Only. Not for use in diagnostic procedures.
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BEQ :

illumina

VBAMRFIEH (Sample SheetE®— K)

= M99999

in Setup Option

Local Run Manager >

2.9

Sampke Sheet >

Manual >

VIEF—RENLBEZE CHENLETET

For Research Use Only. Not for use in diagnostic procedures.

53



Manual Mode{—i%?ﬂﬂ’%f%‘“

M99999 0

Run Setup Option

Local Run Manager » Select a run prepared with Local Run Manager software.

Sample Sheet ) Create a run from a sample sheet.

Enter run information manually. No on-instrument secondary analysis
is performed.

Manual )

L
| I | u m I r]a‘E For Research Use Only. Not for use in diagnostic procedures.
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Create Run: Manual®— F (BaseSpace®i%5E)

S

illumina

BaseSpace™ Sequence Hub Run Monitoring only :
ManualE— FCIE—8 DS o T—3DHFMNI T FIZFyTA—F

= M99999 . o

Basespace ®BaseSpace ®RunSettings * Load Flow Cel ® Losd Resgents  ®Review ®PreRunCheck ®Ssguence ®Post-Run Wash

Run Monitoring, Analysis, and Collaboration

Monitor runs, perform analysis, and collaborate anywhere with colleagues by
using multilayered security and encryption to send run data to BaseSpace Sequence Hub.
lllumina Proactive Support is automatically included when using this feature.

Use BaseSpace™ Sequence Hub for this run

- .
(@) Run Monitoring from anywhere

For Research Use Only. Not for use in diagnostic procedures.
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Create Run: Manual®— F (S V&EOAN)

‘©’ c WEBERIBERDNSA—FDHAZTAN

- Manual®— K[&MiSeq Control Software version 3.0 LA[% T

= M99999 6
0 agents view re-Run Check ®Sequence @ Post-Run Wash

Read Type Run Setup + BaseSpace ®Run Settings ®Load Flow Cell ®Load Reagents @Review ®P
single or paired-end®

LV hh ZFEiR

—’l Read Type: Single Read »\,\: Paired End I
READ 1 INDEX 1 INDEX 2 READ 2
Read Length:
Bead Lenth m 151 8 0 151
F)—FDHAIONLEEAR

—’I Custom Primers: I: Read 1 Index Read 2 I
—

Custom Primers

WRARBLTS5A4AI—%FEHT S
HEIFER —
Note : Index 2[ZH R 5 L

O 7 _ ~ T
7 7 /r %1%%2__.[ < Back x Exit Change Folder O

L
I I | u m I na@ For Research Use Only. Not for use in diagnostic procedures.
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L
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LRMTDRT—RRABELUVRT—EF RN—DFER

s SUERR. RT—3RERT—RAN—DOEMRREIZIELT
£td 5

mE )= e e
RTF—8 RIN— B N

- : : : , Sequencing
AT—3 R Ready for Sequencing [ ] Sequencing Running Analysis Complete ] Unsuccessul
[ ] Sequencing Complete [ ] Sequencing Stopped
: : Primary Analysis
[ ] Analysis Running L] Unsuccessful
— _— [] Stopping Analysis
Ready for Sequencing Analysis Queued - D AnaIyS|S Stopped

STATUS

Sequencing Completed

Analysis Stopped

. . 58
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= R T—RBITORN

illumina

« V= UARETER. LRMIEIFEESNET—2 70— LT
ZBEITEITI S
- {51: DNA Amplicon Analysis

)7L 2R
PASTQI 74| | ®sil~D7 5
ILDERK Z A

- A7 74 )L : demultiplexing summary, FASTQ, gVCF, VCF,
Amplicon coverage files

For Research Use Only. Not for use in diagnostic procedures.
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fRtTIRR DT

¢ =T UABFUVEMBRIETEEI2DE2 JICHMNTERE

Run Sequencing Samples &

Overview Information Results

- FEITIX—4 U RTETIR. BEFMIZELE

c EFMIE TSV R IA—LOYUTILE, T—2E2LHEIZKYUZEIE

« MIBRENFERD =D, O—T VR EBMERBFIZETT S EIFTTEAL
- BRSO — UREBBLES LT R L. BiNEBELET A TOU T FAKRREND

L
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Run Overview

* Run Overview? 7 TlE, FUBHMEERMLEST A M) IR ERTR

PhiX Verification Run - 20pm GENERATEFASTQ

88 RUN OVERVIEW ©® SEQUENCING INFORMATION M SAMPLES & RESULTS
Run Name PhiX Verification Run - 20pm

Analysis Completed
Run ID Successfully completed in 2.38 minutes
Created By System User Total Clusters 29,108,048
Description Training Cert % Clusters PF 90.2%
Output Run Folder % 2> Q30 (Read 1) 96.6%

| A % 2 Q30 (Read 2) 94 9%
Last Scored Cycle 150

o LREHAXICHETBRN/BMHEINTIS
- Copy?RA > : HAK/ARZE I E—T]&E
- Editth3 > . BEWRIG EICH AL ZEREAE

L
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Sequencing Information

illumina

PhiX Verification Run - 20pm

 Sequencing Information? 7 TIZEE., AFEEERE T VERERT

GENERATEFASTQ

B2 RUN OVERVIEW © SEQUENCING INFORMATION & SAMPLES & RESULTS
Instrument Name MISEQ Chemistry Type Default
Sequenced By System User Chemistry Version 3
Sequencing Start 2020-10-21 15:45 Module Version 300
(Created With)

Read Lengths

READ 1 INDEX 1 INDEX 2 READ 2

75 0 0 75

Flow Cell Information

Barcode 000000000-CDLHC

Part Number 15028382

Lot Number 20333200

Expires 2020-01-20T00:00:00.0000000

Reagent Cartridge Information

Barcode MS8538081-150V3

Part Number 15043963

Lot Number 20367189

Expires 2020-03-26T00:00:00.0000000

PR2 Information

Barcode MS7940780-00PR2

Part Number 15041807

Lot Number 20329444

Expires 2020-01-13700:00:00.0000000

For Research Use Only. Not for use in diagnostic procedures.
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Samples & Results

« Samples & Results? 7 TIIRED 12— LEFDHREET R

GenFastqRun4 cenerarerasta

B2 RUN OVERVIEW @ SEQUENCING INFORMATION & SAMPLES & RESULTS

Select Analysis Analysis Folder

Analysis 1 < " ‘ D:lllumina\Analysis\20171212_ ') 1+ Requeue Analysis

Analysis completed
SAMPLE ID SAMPLE DESCRIPTION INDEX 1(I7)  INDEX 2 (15)
1 test N701 N501

c WK DOAMDEDA—ITIE, YOTILEBEDEHREZRT
- BREDA—IIICET HEFEMTBRIEIT—I 20—HA FESHR

Liver_Wau-t > IR oo s ooy Coverage Summary
Liver_Mau-2 Liver_Neu-1 bk Amplicon Mean Uniformity of Coverage (Pct >
Maaney_Has Percent Aligned Reads Sample | Coverage 0.2#mean)
ey o 1160.2 41.90%
2 1092.3 42.61%
B 3 11189 42.08%
Wiscle_Nea2 - SNVs 4 1255.1 42.96%
UHR_New 5 1219.1 43.13%
UHR_Neu-2 20] 3 1024.8 45.25%
— o 18 7 1008.8 45.42%
T % 164 8 1204.9 43.66%
T 144 9 1224.0 44.72%
% 124 10 460.8 9.51%
w109 11 283.3 9.51%
5 6 7 8 9 ; 326.1 9.33%
Sample Number =
E T
Sample: Liver_Neu-1

Sample Number

i I | u m I r]a‘E For Research Use Only. Not for use in diagnostic procedures.
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fml—E

illumina

oS

P g §

— L TCOBEEN

- mLY—Y 70— ﬁi%ﬁ@ﬂ%ﬁ%?é%A

| Run ID

1
\ 4

DMNA AMPLICON 2018-05-19
Analysis Completed

Actions Requeue

0V Y 0 UvY
:) E;clueue Actions

Ml Delete Run Folder |

@ ﬁﬁg*ﬁ %%?ﬁ'j— é & X %ﬁ T: fd: 7 j— )l/gss asAn—awsiszWouldyuu like to edit this setup or requeue as i

(Alignment+f2HT B E) MER SN, —
FASTQLR EDFER I 7AMILHBEAINS

Edit Setup
Z0)vY

lllllllllllllll

]

eeeeee

For Research Use Only. Not for use in diagnostic procedures.
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ADE

illumina

Oa—I)LTCOBREZN

* FDED2A-ITEAZI DGR, ISV Z2ER - RET S

RUN NAME / ID MODULE STATUS LAST MODIFIE...~
Enrichment Example DNA ENRICHMENT 2020-12-16
- Ready for Sequencing 3-49

« Actions/RA2 > h 5 ImportZERT 5

LAST MODIFIE...*

2020-12-16 # Edit =
1948 @ Hide
f% Import

« 27 —% (inputfolder) EHAFED/NAZEEAL, Import Run&
start analysisz1ER9 5

Provide run folder path by copying or typing it into field below.

D:Alllumina\MiSegAnalysis\Enrichment ‘

Base Output Folder:

D:Alllumina\MiSeqOutput ‘

For Research Use Only. Not for use in diagnostic procedures.
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1 IS FHR—FR—=T (MiSeq)

illumina

e BB ZATILOY I Y T7TEEA Y O— KagE

- https://ip.support.illumina.com/sequencing/sequencing instruments/miseq.h

tml

MiSeq System

Support Resources

Documentation Software Product Information
MiSeq System Guide for Windows 10 MiSeq Software Updater v4.0 Technical Bulletins

MiSeq System Guide for Windows 7 Specifications

MiSeq System Denature and Dilute Libraries Proactive Instrument Monitoring

Guide

Services and Warranties

Cluster Optimization Overview Guide
Regulatory and Quality Information

View All View All

For Research Use Only. Not for use in diagnostic procedures.
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https://jp.support.illumina.com/sequencing/sequencing_instruments/miseq.html

A1 IS FYR—FR—D (Local Run Manager)

manaqer.html

c BES1—IILDA O O—FRIZIFEDSa—IILE LI E—DFERLZHE

- https://customprotocolselector.net/selectors/LRM-module-
selector/Content/Source/FrontPages/LRM-module-selector.htm

Local Run Manager Local Run Manager Module Selector

Support Resources

Select the version of the Local Run Manager module for your instrument and control software.

iSeq 100

This page supports on- and off-instrument versions of Local Run Manager.

MiniSeq
Documentation Software Product Information MiSeq
MiSeq Dx
Local Run Manager v3 Software Guide Local Run Manager Generate FASTQ Analysis Technical Bulletins
Module v3.0 NextSeq 500/550
Generate FASTQ Analysis Module v3.0 Guide Specifications
Local Run Manager Library QC Analysis Modul NextSeq Dx

Library QC Analysis Module v2.1 Guide

e Off-instrument

Resequencing Analysis Module v3.0 Guide Local Run Manager Resequencing Analysis h
Module v3.0

View All View All

(3
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https://jp.support.illumina.com/sequencing/sequencing_software/local-run-manager.html
https://customprotocolselector.net/selectors/LRM-module-selector/Content/Source/FrontPages/LRM-module-selector.htm

BIEa> Ty (BASE

« [AAEE] MiSeq ControlY 7 k7 = 7v4.0fE LN A ENE

- https://ip.illumina.com/systems/sequencing-
platforms/miseq/products-services/miseq-control-software.html

illumina Q * ®m oA 2 B @ ) )
MiSeq Control V7 b2 77 v4.0 EUL\AENE (HASE)
TS Va—<3> YR HiR—| BAC AP HHIR O

LTl

ALL SYSTEMS MiSeq Overview PIUY A EFEK {tm Products & Services v WhnE Support (7

e el e e T e s S ) 1) % S A cAV

- 6 St Run wih MCS
A}
p— ~ Starting Yous Run
T i e e A B B
— MCS v4 and later MCS v3.1 MCS v2.6 and earlier
MiSeq Reporter

Local Run Manager v3 Local Run Manager v2
and later
. . . ———— e e
MiSeqdDd: < B EM MiSeq ControlV 7 b2 T 7DA70O— REFHR— K S
DTHAE L4 GHuEE EEEd
MiSeqDT—& BT, BIRELEEICDOVNTDXL 1{?? )
HHEM (FAQ) ZTEMLIEE, MiSeq ControlY 7 b9 T POBED) \— 3 VICHA SN EBSERRAL, BIRES : nae— S
DO0—RULTLESW. &Fld, MiSeqT 7 — ALY R—MERICZ2EALTLIES
(A
J
Seg Controlt/ J b T 7+ g/ — = >
N MiSeq Control ¥/ =2 177 v4.0 BLVAENE (HAGE) >
Sequ— NAtE o » Select your version of MCS to view a demo of the steps.

L
(3
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https://jp.illumina.com/systems/sequencing-platforms/miseq/products-services/miseq-control-software.html

SEa> Ty (FEEE

« MiSeq how to start a run

- https://support.illumina.com/content/dam/illumina-

support/courses/MiSeq How to Start a Run/story.html

« Local Run Manager v3

- https://support.illumina.com/content/dam/illumina-

support/courses/local-run-manager-v3/story.html

MENU TRANSCRIPT = MiSeq: How to Start a Run

MENU TRANSCRIPT = Local Run Manager v3

1. Welcom: ¥ 1. Welcome

1.1. Welcome 1.1, Local Run Manager v3

F d Mol

Prepare Libraries Vi 1g Anal F

Prepare Reagent Cartrid L Man put F
Libraries

@ 20m o) tains audio
tart Run witt =l CL) 20 min al") Contains audio
Start Course
7 Start Course
llumina llumina
> >
I I |
mina
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https://support.illumina.com/content/dam/illumina-support/courses/MiSeq_How_to_Start_a_Run/story.html
https://support.illumina.com/content/dam/illumina-support/courses/local-run-manager-v3/story.html

AEBDFED
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AHDFEED

« Windows 10%H&M Y 7 k2 = 7MiSeq Control Software (MCS) v4E KU,
Local Run Manager (LRM) v3H1)1)—X

« BEICII3DONDS VE— FHEE
- Local Run Manager (LRM) E— k. Sample SheetE— F. Manual®— FH5:ER
- LRMIES >ty b7y T EETOEAZIES
- MiSeq Reporter(EIEx it

« LRMTOEZEHNI—20—[FED1a—ILELTA VR =L
- AILESFHER— FR—=UMASLEDa—I)LEAHO— FAJRE
- BEVA-IELYA—DFEREHE

e HUTINI— FEHARAFTESBEICIE. LRMTER LB D,
HAWIT T LU—FERELEDDOHANDE

- illumina Experiment Manager!&JExt I
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