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*Excluding HiSeq, this includes all systems that have been shipped to customers and may include some decommissioned or inactive systems.
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Invert cartridge to Insert flow cell and Add sample and
mix reagents remove cover custom primers

16 For Research Use Only. Not for use in diagnostic procedures. i”umlna@



H—kJvT-o0—)LD S ER

7|:|—t}b(4 CTHH)
LR T
=8 T10-159 B #

H—k)w (-20°CTH )
FERRTICH/N—ICAST=FFE

25°CTYA—H—I\R,  ABE.
ERCRafELER

Z M8 NextSeq 2000 Sequencing System Guide (# 1000000109376 v00)

” HEDFEABMIIARICEESNET, illumina



SATS)—DTTIA1E:
FERNTIAITI)—DEERRLPEETITHhNhSHEE
BRBLI=54T751)—%650 pM 20 uix B ZIZHFRL TEYHiSeq 100 (£60 pM, 20 i),

Library Type Loading Concentration (pM)
AmpliSeq™ for lllumina Library PLUS 750
Nextera™ DNA Flex 750
Nextera Flex for Enrichment 1000
100 % PhiX 650
TruSeq DNA Nano 450 2000
TruSeq Stranded mRNA 1000

ZHR: NextSeq 2000 Sequencing System Guide (# 1000000109376 v00)
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The DRAGEN Platform Produces a Robust Portfolio of Metrics

Library Prep QC Analysis QC Demultiplexing Duplicate Reads Raw Data Processing
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AmpliSeq for lllumina Comprehensive Cancer Panel (Paired End 150 cycle)

- Run: https://imn.basespace.illumina.com/s/qTrghvYmufTC
- Analysis: https://iimn.basespace.illumina.com/s/fghfEOw77EH9

Nextera Flex for Enrichment Exome (Paired End 101 cycle)

- Run: https://iimn.basespace.illumina.com/s/89akHNaa4vkS
- Analysis: https://iimn.basespace.illumina.com/s/9Cu18llbaFQ)j

MRNA-seq (Paired End 76 cycle)

- Run: https://iimn.basespace.illumina.com/s/Av08hYHxuAxQ
- Analysis: https://iimn.basespace.illumina.com/s/1plUr3CB5a09

scRNA-seq (28-8-91 cycle, Total 127 cycle)

- Run: https://basespace.illumina.com/s/zoLBQqP20z7d
- Analysis: https://basespace.illumina.com/s/zol.BQgP20z7d

RamDERBEMNEIMRIZRESNET,
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» NextSeq 2000 brochure

- https://ip.illumina.com/content/dam/illumina-
marketing/documents/products/datasheets/nextseq-1000-2000-spec-sheet-770-2019-

030.pdf
» NextSeq 2000 Sequencing System Guide

- https://ip.support.illumina.com/content/dam/illumina-
support/documents/documentation/system documentation/NextSeq2000/nextseq-2000-
sequencing-system-guide-1000000109376-00.pdf

*» NextSeq 2000 Sequencing SitePrep Guide

- https://ip.support.illumina.com/downloads/nextseq-2000-sequencing-system-site-prep-
quide-1000000109378.html

» NextSeq 2000 demo data
- Page30IZE2&k (BaseSpace Seq Hub!) > %9)
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https://jp.support.illumina.com/downloads/nextseq-2000-sequencing-system-site-prep-guide-1000000109378.html

Questions?
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