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Miya et al. 2016 JoVE 117:e54741
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StrnFEN  MIFiIsh 1st PCR

B35

/MiFiSh U_f: ACACTCTTTCCCTACACGACGCTCTTCCGATCT
NNNNNNGTCGGTAAAACTCGTGCCAGC

MiFish U_r: GTGACTGGAGTTCAGACGTGTGCTCTTCCGATCT
NNNNNNCATAGTGGGGTATCTAATCCCAGTTTG

~
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Miya et al. 2015 Royal Society Open Science 2:150088
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/7 #DJ—F: AATGATACGGCGACCACCGAGATCTACAC A

XXXXXXXACACTCTTTCCCTACACGACGCTCTTCCGEATCT
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Miya et al. 2015 Royal Society Open Science 2:150088
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MiFish Pipeline

Analyzing Fish eDNA amplified by MiFish primers.

Get Started Now =

http://mitofishtaonituztokyotactjp/mifish
Sato et al. 2018 Mol. Biol. Evol. 35:1553-1555,
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Environmental Master Mix 2.0 (Thermo Fisher) {5155

Environmental Master Mix
AmpErase Uracil N-glycosylase
751V —F (18uM)

751V —R (18uM)

JO0—7 (2.5uM)
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Amplification Plot
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Nakagawa et al. 2018 Freshwater Biol. 63:569-580.
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