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BovineHD 
BeadChip

BovineLD 
BeadChip

BovineSNP50 
BeadChip

CanineHD 
BeadChip

MaizeSNP50 
BeadChip

OvineSNP50 
BeadChip

PorcineSNP60 
BeadChip

Infinium iSelect®

Genotyping Panels 
3K to 1M markers

Custom Genotyping Custom Genotyping

GoldenGate
Genotyping

Panels 
96 to 3K markers

Custom Genotyping Custom Genotyping

GoldenGate
Indexing
Panels 

96 to 384 markers

Custom Genotyping Custom Genotyping

VeraCode
GoldenGate Assay
48 to 384 markers

Custom Genotyping

VeraCode Universal  
Capture Beads 

1 to 144 analytes
Custom Genotyping

VeraCode 
GoldenGate
Methylation 

96 to 384 markers

Methylation Analysis

VeraCode Universal  
Carboxyl Bead Set 

1 to 48 analytes
Protein Analysis

Genotyping qPCR

BeadArray

BeadXpress® Eco™iScan

TruSeq™ SBS Chemistry

48 to 384 markers (GoldenGate) 
1 to 72 markers (ASPE)

GoldenGate ASPE Open Platform
TruSeq 

 SBS Chemistry Infinium® HD + GoldenGate® 

96 to 5M markers 48 samples96 to 384 markers96 to 5M markers 

Infinium HD 
GoldenGate GoldenGate Indexing™

 Sequencing  Sequencing & Genotyping

VeraCode® Real-Time PCRSequencing + BeadArray™Sequencing

HiScan® SQHiSeq® 2000/  
HiSeq® 1000

MiSeq™ Genome AnalyzerIIx

Illumina® Agrigenomic Toolset
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600 Gb/run (2 x 100 bp)
6 billion paired reads/runs

300 Gb/run (2 x 100 bp)
3 billion paired reads/runs

95 Gb/run (2 x 150 bp)
640 million paired reads/runs

150 Gb/run (2 x 100 bp)
1.5 billion paired reads/runs

1 Gb/run (2 × 150 bp) 
6.8 million paired reads/run




