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» Studies > 5-base DNA Methylation > 5-base custom > Data Viewer

Analysis result
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»  Studies > llumina Single Cell 3' Prep (PBMCs) > lliumina Single Cell 3' Prep (Custom) > Data Viewer

Interactive visualizations
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liumina Connected Multiomics illumina

»  Studies > CiteSeq DRAGEN outputs > Analyses > Data Viewer

GiteSeq > Data Viewer > Dimension reduction
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liumina Connected Multiomics illumina

»  Studies > CiteSeq DRAGEN outputs > Analyses  Data Viewer

Citeseq > Data Viewer > Single cell QAIGC
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https://www.illumina.com/products/by-type/informatics-products/connected-multiomics/order.html
https://www.illumina.com/products/by-type/informatics-products/dragen-secondary-analysis.html
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